SEQUENCE LISTING 
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<160> 102 
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<210> 1 

<211> 473 

<212> DNA 

<213> Homo sapiens 

<400> 1 

gatgttgaaa taatcttttt atttgtccgt cctctaagct cccaaggaaa ttgaaaatac 60 

ccgaatactg ggttaatcca agtttttact attcatgtaa tttttaaaaa taggtaaaag 120 

ctagttttat accagccctc gaaagttgta gagcagctgt atctggtagg aagaatccgt 180 

actcaatgaa aatgtcggtg cagacagaac aggcttcagt agatgtttat agatgttttc 240 

acatgttaca aattaaagta tattcatctc cagtgcacaa agactaattc tgtattgaag 300 

agtccctcag ctgctagggt gaccagcagc ccaggcctga gggctttcct ggaacctgaa 3 60 

actttcaatg ctaaaactag gacagtccca ggccaaccag gatggttggt cattcttcta 42 0 

gttgctgaga ttttgaaatc aatatttagt gttcattcta ctgttattgg aat 473 



<210> 2 

<211> 2992 

<212> DNA 

<2 13 > Homo sapiens 



2 



<220> 

<221> misc_feature 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (637) . . (637) 

<223> n is a # c, g, or t 

<220> 

<221> misc_f eature 

<222> (1192) . . (1192) 

<223> n is a, c, g, or t 

<220> 

<221> misc__f eature 

<222> (1399) . . (1399) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (1436) . . (1437) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (1447) . . (1447) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (1453) . . (1453) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (1460) . . (1460) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (1471) . . (1520) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (1522) . . (1522) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (1529) . . (1531) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (1534) . . (1534) 

<223> n is a, c, g, or t 



<220> 
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<221> misc_f eature 

<222> (1546) . . (1546) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (1549) . . (1549) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (1562) . . (1562) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (1564) . . (1564) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (1567) . . (1568) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (1574) . . (1575) 

<223> n is a, c, g, or t 

<220> 

<221> misc__f eature 

<222> (1577) . . (1577) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (1582) . . (1582) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (1588) . . (1588) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (1598) . . (1598) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (1600) . . (1601) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (1604) . . (1604) 

<223> n is a, c, g, or t 

<220> 

<221> misc feature 
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<222> (1606) . . (1606) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (1608) . . (1608) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (1612) . . (1612) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (1623) . . (1623) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (1625) . . (1625) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (1640) . . (1641) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (1649) . . (1649) 

<223> n is a, c, g, or t 



<400> 2 
caaaaggtga 


aacataaggc 


acaaagccac 


tttgtgctta 


atctcagtaa 


accagccaga 


60 


gccagtcagt 


ggttggtggt 


cagttatcag 


gacaggacgg 


aattctttgt 


caggccgctc 


120 


agttttcatg 


gtgaacctgt 


gataagggag 


tggagtctgg 


ccacggtgtc 


aggtgatctg 


180 


ctgaagtcca 


tggaaggatc 


ttccagtctt 


tgtttttcag 


atattggttt 


ctgtttatct 


240 


cttagaaagt 


ctggtaataa 


cacaaagagg 


gggtactgag 


gcatatctaa 


cctcctatct 


300 


catcaaagcc 


agggaaactt 


aaagtttttc 


tgggtgatct 


gggccaagag 


gggtccattc 


360 


agtctgtcag 


aggcatcaga 


tttcattctg 


gttccacagg 


ggactccaga 


acgtgattcc 


420 


cggtctctcc 


accttaatcc 


tgtcatcacc 


ctaggagatt 


ttagtggcaa 


tgtagatagt 


480 


tcttcctagc 


tctgagctca 


aagtttccca 


aagggtattt 


ttctagttat 


gagagacatt 


540 


aatgggtgta 


gggatagaga 


gattaaatga 


gacctatgat 


cacataagtt 


tggaaaatga 


600 


tgaataagca 


aagggtaatg 


tagaagaaga 


aattttnatt 


taaaaccaaa 


gctgatgatg 


660 


tggattccta 


ataagataag 


tgagcaacaa 


cttggagggg 


gccccaggtg 


gggagagcaa 


720 


tttttctgcc 


agacagctca 


tcactgacaa 


cccactggca 


ggacatcctg 


ttcccaaata 


780 


cctcactcca 


cacatagccc 


caacagcaca 


acctcattct 


gcacataccc 


cctccagtac 


840 
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aaccctagaa 


aacttccctc 


cagtccctgc 


ctctttgcag 


acagcccctt 


ctctgccgtg 


900 


ctgcccattg 


cctccttgca 


acatattctc 


cctgtaatga 


gcttgctttc 


tttaactcac 


960 


tactgtcttg 


gtaaattctt 


ttaccatctg 


tgacgccagc 


cccagccagt 


tgcacctgca 


1020 


acagatgaca 


gctacttctg 


tcttctaagg 


agggtggaat 


ggttcacatc 


gataagaaaa 


1080 


tacgtactcc 


atggctccat 


tccacttacg 


gggactggag 


tggggaggag 


aaagtagaaa 


1140 


ggaaactaac 


atttctgtgc 


ttctgcgtct 


tttctatgtt 


gatgacctgc 


angtgcaggg 


1200 


cagacagccc 


atgtgacctg 


attgcctaag 


attttcctgc 


tgtacacctg 


ttggccagca 


1260 


aagttattac 


taggcccact 


ttcaatctta 


aaagtgtcat 


agtttggacg 


acgtattatg 


1320 


tggttacctg 


ttaatgaggc 


tttgaaaatg 


taaaagtagg 


ttcaagacca 


aataaggaga 


1380 


ggaaagcaaa 


gttgttttng 


tacaataaag 


tgaggagagt 


tgagttgggg 


tagggnngga 


1440 


gggggcnagg 


ganataaaan 


gaaagttttg 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


1500 


nnnnnnnnnn 


nnnnnnnnnn 


cngcctaann 


ncanaaataa 


gggggnaant 


ggtaaaaagg 


1560 


tncnctnnaa 


aatnngntgg 


anaatttnaa 


agggaggntn 


naantnanag 


tngaaagtga 


1620 


ccntnaaaaa 


aataaacccn 


nctggaaant 


tctcagaatc 


tcaggatggg 


ccccagagta 


1680 


tctaaagatg 


ctacagttca 


agggattgag 


ccaattgtat 


ataaatctta 


atggataggt 


174 0 


tgacctcagc 


ataaaacttg 


ggtggaaatt 


ttaaacaggt 


ttctttattt 


cagcacttct 


1800 


cagagcactc 


attgtataag 


gtactttgtg 


aatatccaga 


tagtattctt 


caaactctct 


1860 


tttatttccc 


cagggggcat 


cccataggac 


aagaagcatt 


ctttgtgaca 


ctctgtggga 


192 0 


agagctggtt 


taaaggggta 


cctgtctggg 


caacactgtc 


ccacaggggc 


ccccatgacc 


1980 


aaactaactc 


tgcttctacc 


cagaaagggt 


gcagagtagc 


cactagactt 


ttatgtggca 


2040 


aatgggatgg 


ttatgcccag 


cctgaagcca 


agatgccctt 


tctggttgcc 


ttgatttgtg 


2100 


tttaacagct 


ccaaatgctt 


aatgaggcag 


taagagacgt 


ctctcttggg 


cagtacttcc 


2160 


caactagggg 


tgagtttgcc 


acccttaccc 


ccatcccagt 


gaatatttgc 


aattcctaaa 


2220 


gacgtgtttt 


gattgtcaca 


cctgggtggg 


gaacatgcta 


ctggcatcta 


atgcatagag 


2280 


ggcagtaatg 


ctgctaaaca 


tctttcaacg 


cacagggaca 


gagccccaca 


aaaaagaatt 


2340 


atctaggccc 


caaatgtcca 


taacactgct 


gttgagaaaa 


acctaccgca 


ggatcttact 


2400 


gggcttcata 


ggtaagcttg 


cctttgttct 


ggcttctgta 


gatatataaa 


ataaagacac 


2460 


tgcccagtcc 


ctccctcaac 


gtcccgagcc 


agggctcaag 


gcaattccaa 


taacagtaga 


2520 


atgaacacta 


aatattgatt 


tcaaaatctc 


agcaactaga 


agaatgacca 


accatcctgg 


2580 


ttggcctggg 


actgtcctag 


ttttagcatt 


gaaagtttca 


ggttccagga 


aagccctcag 


2640 
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gcctgggctg ctggtcaccc tagcagctga gggactcttc aatacagaat tagtctttgt 2700 

gcactggaga tgaatatact ttaatttgta acatgtgaaa acatctataa acatctactg 2760 

aagcctgttc tgtctgcacc gacattttca ttgagtacgg attcttccta ccagatacag 2820 

ctgctctaca actttcgagg gctggtataa aactagcttt tacctatttt taaaaattac 2880 

atgaatagta aaaacttgga ttaacccagt attcgggtat tttcaatctt ccttgggagc 2 940 

ttagaggacg gacaaataaa aagattattt caacatcaaa aaaaaaaaaa aa 2992 

<210> 3 

<211> 477 

<212> DNA 

<213> Homo sapiens 

<400> 3 

ttttaaaagt tgtcataatg caaattttat tttgattagt ttttgtgact cctttatctt 60 

aaacccagcg atgcttgcca cttcccaagg tgtaaaaatg tgaagattaa ggtaaactga 120 

atgtcgagga gtgtaaagag atggcaaaac acagataaaa acatccaaaa agcctctggg 180 

ggcaggtcaa gcttatgatt caacagttag aaaaccaaaa ttacttggac atccccttct 240 

acttaaagtg atatactgga attgaaaata ttaactgtta gttttagaaa ctaagattac 300 

ttgaagtagg ctcattccag aatgcttttc ttttttcctt cctgaaacaa ttacatcaaa 360 

cttagatatc ctaatgttta tttttagata tactccttaa aggcatttat gttcaccctt 420 

ttcgaggatg agaaatttac attaactaat aaacttaaca ttgatcttaa gaactgg 477 

<210> 4 

<211> 340 

<212> DNA 

<213> Homo sapiens 

<400> 4 

tttttttttt tttttttttc aggattccaa attttatttt ttaaaaaatt gaaaaaacac 60 

acccaggaca acatttcttt gatcaataaa ctttcaggaa atggaggaag ctgttttggg 120 

acacattcaa agctagttaa cttgaacttg gaaatagggt tttgacaatc caactatggg 180 

aaacaaatct ctgaacaaat tttaaatgaa acctcacccc cccaaactgt tcaagtggca 240 

gacaaaataa attaccataa attatatgcc aacacacctt ttaaaaaaca acaacagcaa 300 

caacaaaaac ccaggagtct gaggatttcc ttagctcctc 340 

<210> 5 

<211> 1121 

<212> DNA 

<213> Homo sapiens 

<400> 5 
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cctgggcctc 


cagttccccg 


agcagggctt 


ccccgccggc 


ccgccgctgc 


tgcctccgca 


60 


catgggcggc 


cactaccgcg 


actgccagag 


tctgggcgcg 


cctccgctcg 


acggctaccc 


120 


gttgcccacg 


cccgacacgt 


ccccgctgga 


cggcgtggac 


cccgacccgg 


ctttcttcgc 


180 


cgccccgatg 


cccggggact 


gcccggcggc 


cggcacctac 


agctacgcgc 


aggtctcgga 


240 


ctacgctggc 


cccccggagc 


ctcccgccgg 


tcccatgcac 


ccccgactcg 


gcccagagcc 


300 


cgcgggtccc 


tcgattccgg 


gcctcctggc 


gccacccagc 


gcccttcacg 


tgtactacgg 


360 


cgcgatgggc 


tcgcccgggg 


c gggcggcgg 


gcgcggcttc 


cagatgcagc 


cgcaacacca 


420 


gcaccagcac 


cagcaccagc 


accacccccc 


gggccccgga 


cagccgtcgc 


cccctccgga 


480 


ggcactgccc 


tgccgggacg 


gcacggaccc 


cagtcagccc 


gccgagctcc 


tcggggaggt 


540 


ggaccgcacg 


gaatttgaac 


agtatctgca 


cttcgtgtgc 


aagcctgaga 


tgggcctccc 


600 


ctaccagggg 


catgactccg 


gtgtgatctc 


cccgacagcc 


acggggccat 


ttcctcggtg 


660 


gtgtccgacg 


ccagctccgc 


ggtatattac 


tgcaactatc 


ctgacgtgtg 


acaggtccct 


720 


gatccgcccc 


agcctgcagg 


ccagaagcag 


tgttacacac 


ttcctggagg 


agctaaggaa 


780 


atcctcagac 


tcctgggttt 


ttgttgttgc 


tgttgttgtt 


ttttaaaagg 


tgtgttggca 


840 


tataatttat 


ggtaatttat 


tttgtctgcc 


acttgaacag 


tttggggggg 


tgaggtttca 


900 


tttaaaattt 


gttcagagat 


ttgtttccca 


tagttggatt 


gtcaaaaccc 


tatttccaag 


960 


ttcaagttaa 


ctagctttga 


atgtgtccca 


aaacagcttc 


ctccatttcc 


tgaaagttta 


1020 


ttgatcaaag 


aaatgttgtc 


ctgggtgtgt 


tttttcaatc 


ttctaaaaaa 


taaaatctgg 


1080 


aatcctgaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


a 




1121 


<210> 6 

<211> 1512 

<212> DNA 

<213> Homo sapiens 












<400> 6 
ctgaagtgcg 


gttggcccca 


acactcctcc 


caaagtatct 


atcaagagaa 


tggtcagcag 


60 


aagttagatc 


tagtgagcag 


cacctccaga 


catctgaatt 


tcagccttcc 


tatttcccca 


120 


agaggtcttg 


gcgccagcgc 


ccggctccag 


ccagttttcc 


ccaaggctag 


cttccgatcc 


180 


ctgcctcagg 


gtcgggggaa 


gcggcgtgtc 


ccgtggccat 


agcagagctc 


ggggtcggtc 


240 


tggagagcca 


tgagcagccc 


ggatgcggga 


tacgccagtg 


acgaccagag 


ccagccccgg 


300 


agcgcgcagc 


ccgcggtgat 


ggcagggttg 


ggcccctgtc 


cctgggccga 


gtccctgagc 


360 


cccctcgggg 


atgtaaaggt 


gaaaggcgag 


gtggtggcga 


gtagcggggc 


gccagccggg 


420 


acgtcgggcc 


gagccaaagc 


ggagtctcgc 


atccggcggc 


cgatgaacgc 


ctttatggtg 


480 
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tgggccaaag 


acgaacgcaa 


gcggttggca 


cagcagaacc 


cagatctgca 


caacgcagag 


540 


ctaagcaaga 


tgctaggcaa 


gtcttggaag 


gcgttgacct 


tggcagagaa 


gcggcccttc 


600 


gtggaagagg 


ccgagcggct 


gcgcgtgcag 


catatgcagg 


accaccccaa 


ctacaagtac 


660 


cggccgcggc 


ggcgcaagca 


ggtgaagcgc 


atgaagcggg 


tggagggagg 


cttcctgcac 


720 


gctctcgtcg 


agccccaggc 


cggcgcgctt 


ggtcccgagg 


gcggccgcgt 


ggccatggat 


780 


ggcctgggtc 


tgcctttccc 


ggagccgggc 


tatccggccg 


gtcctccgct 


gatgtctccg 


840 


cacatgggcc 


cccactatcg 


ggactgccag 


ggactgggcg 


ctcccgcgct 


cgacggctac 


900 


cctctgccca 


ctccggacac 


atccccgctg 


gatggcgtgg 


agcaggaccc 


ggctttcttt 


960 


gcagccccgc 


tgccagggga 


ctgcccggcg 


gccggcacct 


acacttacgc 


tccagtctcg 


1020 


gactatgcag 


tgtccgtaga 


gccgcccgct 


ggccccatgc 


gagtggggcc 


ggacccctcg 


1080 


ggccctgcga 


tgccggggat 


cctggcgccc 


cccagcgctc 


tgcacctgta 


ctacggcgcg 


1140 


atgggctcgc 


ccgccgcaag 


tgcggggcgc 


ggtttccacg 


cgcaacccca 


gcagccgctg 


1200 


caaccgcagg 


caccgccgcc 


gccaccgcag 


cagcagcacc 


cagcgcacgg 


ccccgggcaa 


1260 


ccttcgcccc 


ctcccgaggc 


tctgccctgc 


cgggatggca 


cggaatccaa 


ccagcccact 


1320 


gagctcctag 


gggaggtgga 


ccgcacggaa 


ttcgaacagt 


atctgccctt 


tgtgtataag 


1380 


cccgagatgg 


gtcttcccta 


ccagggacac 


gactgcggag 


tgaacctctc 


agacagccac 


1440 


ggagccattt 


cctccgtggt 


gtccgacgct 


agctcagcgg 


tctactattg 


caactacccc 


1500 


gacatttgac 


99 










1512 


<210> 7 

<211> 425 

<212> DNA 

<213> Homo sapiens 












<400> 7 . 
tttttttttt 


ttttaccagg 


ccaaattttt 


taattttttt 


gtagagatgg 


ggtcttgcca 


60 


tgttccccag 


tctggtctcc 


aactcctggg 


ctcaagtgat 


ctgccggcct 


ctgccttcta 


120 


cagtgctggg 


attgcaggca 


tgagccacca 


cacctggcct 


ccttatcttt 


ttaagtcccg 


180 


gcacaaaagt 


cgcttctgtc 


cttcatgaag 


cctgcacact 


ctggtgtggc 


tcctgtcgca 


240 


atctggacct 


ctctccagtt 


ctagagtgtt 


gtctgctttt 


gtgttaattc 


ctccgtcagc 


300 


agtgggagga 


gaaccacgtc 


actcgtatct 


tgtctctctg 


gtgcctagca 


gagtctgggc 


360 


acaccgtggc 


actcaaacat 


accccctgaa 


tgagtaaggg 


ccaaccttga 


aatacctggg 


420 



agctg 425 
<210> 8 
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<211> 407 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (319) . . (319) 

<223> n is a # c, g, or t 



<400> 8 
ttactcggat 


ttctttttct 


cctgattttc 


ggcctcagct 


cctagagtgg 


cctcagctag 


60 


gtaaccaacg 


ggagtcgact 


tatctatgcc 


aggcctgcag 


tttcacatct 


gtgacgggat 


120 


gggacaaatg 


acaccgtggt 


attcgatgac 


agctcccagg 


tatttcaagg 


ttggccctta 


180 


ctcattcagg 


gggtatgttt 


gagtgccacg 


gtgtgcccag 


actctgctag 


gcaccagaga 


240 


gacaagatac 


gagtgacatg 


gttctcctcc 


cactgctgac 


ggaggaatta 


acacaaaagc 


300 


agacaacact 


ctagaactng 


gagagaggtc 


cagattgcga 


caggagccac 


accagagtgt 


360 


gcaggcttca 


tggaggacag 


aagcgacttt 


tgtgccggga 


cttaaaa 




407 


<210> 9 

<211> 520 

<212> DNA 

<213> Homo sapiens 












<400> 9 
ccgaccaata 


tggtttattt 


ctgccccagc 


caagcttctt 


tggaccctgg 


ctgggggaaa 


60 


ggcaccccag 


gcaccggcaa 


gttccagtca 


ttgcagatcc 


tccaggtcta 


ggtgtgactg 


120 


gtagtagcct 


gggcactgtt 


gctggacgtt 


gtattctcct 


tccttcttcc 


gccggcgggt 


180 


ggtcaccagg 


acaccgcaga 


tcaggcatgt 


gatgagtccc 


aggagtcctg 


ccaagccgat 


240 


gaggatgaca 


gcccagaagg 


gaaggtcaga 


attcccagtt 


aagggctcat 


ttctgttggg 


300 


agaataccca 


tccacaagga 


cactgctcct 


gtccagggtg 


aagttctgca 


gctgggtacc 


360 


attccgggtc 


atccgcagaa 


attcctcata 


gatggcaact 


ctgtctactc 


tccgagccag 


420 


tggcgagaag 


ttacacaggg 


agtccacccc 


ggtgtggtgc 


ctgttgggga 


cagacctgaa 


480 


tgttgaaact 


tgacagtcag 


aaaaataact 


cttgatgctg 






520 


<210> 10 

<211> 321 

<212> DNA 

<213> Homo sapiens 












<400> 10 
tttttttttt 


tttttttttt 


tttttttttt 


tttttttccg 


accaatatgg 


tttatttttg 


60 


ccccagccaa 


gcttttttgg 


accctggctg 


ggggaaaggc 


accccaggca 


ccggcaagtt 


120 
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ccagtcattg 


caaatcctcc 


aggtctaggg 


gggactggta 


gtagcctggg 


cactgttgct 


180 


ggacgttgta 


ttctccttcc 


tttttccgcc 


gggggggggt 


caccaggaca 


ccgcaaatca 


240 


ggcatgtgat 


gagtcccagg 


agtcctgcca 


agccgatgag 


gatgacagcc 


caaaagggaa 


300 


ggtcaaaatt 


cccagttaag 


g 








321 


<210> 11 

<211> 3557 

<212> DNA 

<213> Homo sapiens 












<400> 11 
gagagggtcc 


ttcagggtct 


gcttatgccc 


ttgttcaaga 


acaccagtgt 


cagctctctg 


60 


tactctggtt 


gcagactgac 


cttgctcagg 


cctgagaagg 


atggggcagc 


caccagagtg 


120 


gatgctgtct 


gcacccatcg 


tcctgacccc 


aaaagccctg 


gactggacag 


agagcggctg 


180 


tactggaagc 


tgagccagct 


gacccacggc 


atcactgagc 


tgggccccta 


caccctggac 


240 


aggcacagtc 


tctatgtcaa 


tggtttcacc 


catcagagct 


ctatgacgac 


caccagaact 


300 


cctgatacct 


ccacaatgca 


cctggcaacc 


tcgagaactc 


cagcctccct 


gtctggacct 


360 


acgaccgcca 


gccctctcct 


ggtgctattc 


acaattaact 


tcaccatcac 


taacctgcgg 


420 


tatgaggaga 


acatgcatca 


ccctggctct 


agaaagttta 


acaccacgga 


gagagtcctt 


480 


cagggtctgc 


tcaggcctgt 


gttcaagaac 


accagtgttg 


gccctctgta 


ctctggctgc 


540 


agactgacct 


tgctcaggcc 


caagaaggat 


ggggcagcca 


ccaaagtgga 


tgccatctgc 


600 


acctaccgcc 


ctgatcccaa 


aagccctgga 


ctggacagag 


agcagctata 


ctgggagctg 


660 


agccagctaa 


cccacagcat 


cactgagctg 


ggcccctaca 


ccctggacag 


ggacagtctc 


720 


tatgtcaatg 


gtttcacaca 


gcggagctct 


gtgcccacca 


ctagcattcc 


tgggaccccc 


780 


acagtggacc 


tgggaacatc 


tgggactcca 


gtttctaaac 


ctggtccctc 


ggctgccagc 


840 


cctctcctgg 


tgctattcac 


tctcaacttc 


accatcacca 


acctgcggta 


tgaggagaac 


900 


atgcagcacc 


ctggctccag 


gaagttcaac 


accacggaga 


gggtccttca 


gggcctgctc 


960 


aggtccctgt 


tcaagagcac 


cagtgttggc 


cctctgtact 


ctggctgcag 


actgactttg 


1020 


ctcaggcctg 


aaaaggatgg 


gacagccact 


gg a gtggatg 


ccatctgcac 


ccaccaccct 


1080 


gaccccaaaa 


gccctaggct 


ggacagagag 


cagctgtatt 


ggg a g ct g a g 


ccagctgacc 


1140 


cacaatatca 


ctgagctggg 


ccactatgcc 


ctggacaacg 


acagcctctt 


tgtcaatggt 


1200 


ttcactcatc 


ggagctctgt 


gtccaccacc 


agcactcctg 


ggacccccac 


agtgtatctg 


1260 


ggagcatcta 


agactccagc 


ctcgatattt 


ggcccttcag 


ctgccagcca 


tctcctgata 


1320 


ctattcaccc 


tcaacttcac 


catcactaac 


ctgcggtatg 


aggagaacat 


gtggcctggc 


1380 



11 



tccaggaagt 


tcaacactac 


agagagggtc 


cttcagggcc 


tgctaaggcc 


cttgttcaag 


1440 


aacaccagtg 


ttggccctct 


gtactctggc 


tccaggctga 


ccttgctcag 


gccagagaaa 


1500 


gatggggaag 


ccaccggagt 


ggatgccatc 


tgcacccacc 


gccctgaccc 


cacaggccct 


1560 


gggctggaca 


gagagcagct 


gtatttggag 


ctgagccagc 


tgacccacag 


catcactgag 


1620 


ctgggcccct 


acacactgga 


cagggacagt 


ctctatgtca 


atggtttcac 


ccatcggagc 


1680 


tctgtaccca 


ccaccagcac 


cggggtggtc 


agcgaggagc 


cattcacact 


gaacttcacc 


1740 


atcaacaacc 


tgcgctacat 


ggcggacatg 


ggccaacccg 


gctccctcaa 


gttcaacatc 


1800 


acagacaacg 


tcatgaagca 


cctgctcagt 


cctttgttcc 


agaggagcag 


cctgggtgca 


1860 


cggtacacag 


gctgcagggt 


catcgcacta 


aggtctgtga 


agaacggtgc 


tgagacacgg 


1920 


gtggacctcc 


tctgcaccta 


cctgcagccc 


ctcagcggcc 


caggtctgcc 


tatcaagcag 


1980 


gtgttccatg 


agctgagcca 


gcagacccat 


ggcatcaccc 


ggctgggccc 


ctactctctg 


2040 


gacaaagaca 


gcctctacct 


taacggttac 


aatgaacctg 


gtctagatga 


gcctcctaca 


2100 


actcccaagc 


cagccaccac 


attcctgcct 


cctctgtcag 


aagccacaac 


agccatgggg 


2160 


taccacctga 


agaccctcac 


actcaacttc 


accatctcca 


atctccagta 


ttcaccagat 


2220 


atgggcaagg 


gctcagctac 


attcaactcc 


accgaggggg 


tccttcagca 


cctgctcaga 


2280 


cccttgttcc 


agaagagcag 


catgggcccc 


ttctacttgg 


gttgccaact 


gatctccctc 


2340 


aggcctgaga 


aggatggggc 


agccactggt 


gtggacacca 


cctgcaccta 


ccaccctgac 


2400 


cctgtgggcc 


ccgggctgga 


catacagcag 


ctttactggg 


agctgagtca 


gctgacccat 


2460 


ggtgtcaccc 


aactgggctt 


ctatgtcctg 


gacagggata 


gcctcttcat 


caatggctat 


2520 


gcaccccaga 


atttatcaat 


ccggggcgag 


tac.cagataa 


atttccacat 


tgtcaactgg 


2580 


aacctcagta 


atccagaccc 


cacatcctca 


gagtacatca 


ccctgctgag 


ggacatccag 


2640 


gacaaggtca 


ccacactcta 


caaaggcagt 


caactacatg 


acacattccg 


cttctgcctg 


2700 


gtcaccaact 


tgacgatgga 


ctccgtgttg 


gtcactgtca 


aggcattgtt 


ctcctccaat 


2760 


ttggacccca 


gcctggtgga 


gcaagtcttt 


ctagataaga 


ccctgaatgc 


ctcattccat 


2820 


tggctgggct 


ccacctacca 


gttggtggac 


atccatgtga 


cagaaatgga 


gtcatcagtt 


2880 


tatcaaccaa 


caagcagctc 


cagcacccag 


cacttctacc 


cgaatttcac 


catcaccaac 


2940 


ctaccatatt 


cccaggacaa 


agcccagcca 


ggcaccacca 


attaccagag 


gaacaaaagg 


3000 


aatattgagg 


atgcgctcaa 


ccaactcttc 


cgaaacagca 


gcatcaagag 


ttatttttct 


3060 


gactgtcaag 


tttcaacatt 


caggtctgtc 


cccaacaggc 


accacaccgg 


ggtggactcc 


3120 


ctgtgtaact 


tctcgccact, ggctcggaga 


gtagacagag 


ttgccatcta 


tgaggaattt 


3180 


ctgcggatga 


cccggaatgg 


tacccagctg 


cagaacttca 


ccctggacag 


gagcagtgtc 


3240 
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cttgtggatg ggtattctcc caacagaaat gagcccttaa ctgggaattc tgaccttccc 3300 

ttctgggctg tcatcttcat cggcttggca ggactcctgg gactcatcac atgcctgatc 3360 

tgcggtgtcc tggtgaccac ccgccggcgg aagaaggaag gagaatacaa cgtccagcaa 3420 

cagtgcccag gctactacca gtcacaccta gacctggagg atctgcaatg actggaactt 3480 

gccggtgcct ggggtgcctt tcccccagcc agggtccaaa gaagcttggc tggggcagaa 3540 

ataaaccata ttggtcg 3557 

<210> 12 

<211> 516 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (434) . . (434) 

<223> n is a, c, g, or t 

<400> 12 

taaatacaaa tgttttatta cgcaaaccac atgtaggtcc caggctcagg ggcttaccct 60 

acagccccca ctggtccctg gctccaagcc tgctccttgc ccttgcccac cctggaaagc 120 

caggatctcc tatggagtgt gtaggtgtcc acgagtgtac cggtgtgcgg gcctcctggg 180 

ctgcaggcac tcaggcatgg tggcagcatt gagggaaaga caggtgttgg ggagcggggt 24 0 

ccccacctgc ccaggctcag gagtcacagg ggtctgcaca gtcctttctg ctgtggaaca 300 

cgtgatagat gctggtcggg gggaacatag caacagcgcc gagcagagag cccacctgga 3 60 

tggccacgcc ggctgccagc aatgccggcc ggcccccgcc atgcagcagg gagctggctg 42 0 

ccaccttcac gtangagaac acgccaagac acagcaccca cgacagcacc tgagggggac 480 

acagcaccag ctgagcgtga gatgtgcctg ctccag 516 

<210> 13 

<211> 420 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (238) . . (238) 

<223> n is a, c, g, or t 

<400> 13 

taaatacaaa tgttttatta cgcaaaccac atgtaggtcc caggctcagg ggcttaccct 60 



acagccccca ctggtccctg gctccaagcc tgctccttgc ccttgcccac cctggaaagc 



120 
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caggatctcc 


tatggagtgt 


gtaggtgtcc 


acgagtgtac 


cggtgtgcgg 


gcctcctggg 


180 


ctgcaggcac 


tcaggcatgg 


tggaagcatt 


gagggaaaga 


caggtgttgg 


ggagcggngt 


240 


ccccacctgc 


ccaggctcag 


gagtcacagg 


ggtctgcaca 


gtcctttctg 


ctgtggaaca 


300 


cgtgatagat 


gctggtcggg 


gggaacatag 


caacagcgcc 


gagcagagag 


cccacctgga 


360 


tggccacgcc 


ggctgccagc 


aatgccggcc 


ggcccccgcc 


atgcagcagg 


gagctggctg 


420 


<210> 14 

<211> 1853 

<212> DNA 

<213> Homo sapiens 












<400> 14 
ggcacgaggg 


tccctgggcc 


ggacggcggt 


gtcccggcgt 


ggcgggaagc 


cggcactgga 


60 


gcgggagcgc 


actgggcgcg 


ggaccgggag 


gcgcagggac 


cggacggctc 


ccgagtcgcc 


120 


cacctgacgc 


tagaagaagt 


cttcacttcc 


caggagagcc 


aaagcgtgtc 


tggccctagg 


180 


tgggaaaaga 


actggctgtg 


acctttgccc 


tgacctggaa 


gggcccagcc 


ttgggctgaa 


240 


tggcagcacc 


cacgcccgcc 


cgtccggtgc 


tgacccacct 


gctggtggct 


ctcttcggca 


300 


tgggctcctg 


ggctgcggtc 


aatgggatct 


gggtggagct 


acctgtggtg 


gtcaaagagc 


360 


ttccagaggg 


ttggagcctc 


ccctcttacg 


tctctgtgct 


tgtggctctg 


gggaacctgg 


420 


gtctgctggt 


ggtgaccctc 


tggaggaggc 


tggccccagg 


aaaggacgag 


caggtcccca 


480 


tccgggtggt 


gcaggtgctg 


ggcatggtgg 


gcacagccct 


gctggcctct 


ctgtggcacc 


540 


atgtggcccc 


agtggcagga 


cagttgcatt 


ctgtggcctt 


cttagcactg 


gcctttgtgc 


600 


tggcactggc 


atgctgtgcc 


tcgaatgtca 


ctttcctgcc 


cttcttgagc 


cacctgccac 


660 


ctcgcttctt 


acggtcattc 


ttcctgggtc 


aaggcctgag 


tgccctgctg 


ccctgcgtgc 


720 


tggccctagt 


gcagggtgtg 


ggccgcctcg 


agtgcccgcc 


agcccccatc 


aacggcaccc 


780 


ctggcccccc 


gctcgacttc 


cttgagcgtt 


ttcccgccag 


caccttcttc 


tgggcactga 


840 


ctgcccttct 


ggtcgcttca 


gctgctgcct 


tccagggtct 


tctgctgctg 


ttgccgccac 


900 


caccatctgt 


acccacaggg 


gagttaggat 


caggcctcca 


ggtgggagcc 


ccaggagcag 


960 


aggaagaggt 


ggaagagtcc 


tcaccactgc 


aagagccacc 


aagccaggca 


gcaggcacca 


1020 


cccctggtcc 


agaccctaag 


gcctatcagc 


ttctatcagc 


ccgcagtgcc 


tgcctgctgg 


1080 


gcctgttggc 


cgccaccaac 


gcgctgacca 


atggcgtgct 


gcctgccgtg 


cagagctttt 


1140 


cctgcttacc 


ctacgggcgt 


ctggcctacc 


acctggctgt 


ggtgctgggc 


agtgctgcca 


1200 


atcccctggc 


ctgcttcctg 


gccatgggtg 


tgctgtgcag 


gtccttggca 


gggctgggcg 


1260 


gcctctctct 


gctgggcgtg 


ttctgtgggg 


gctacQtgat 


ggcgctggca 


gtcctgagcc 


1320 



14 



cctgcccgcc 


cctggtgggc 


acctcggcgg 


gggtggtcct 


cgtggtgctg 


tcgtgggtgc 


1380 


tgtgtcttgg 


cgtgttctcc 


tacgtgaagg 


tggcagccag 


ctccctgctg 


catggcgggg 


1440 


gccggccggc 


attgctggca 


gccggcgtgg 


ccatccaggt 


gggctctctg 


ctcggcgctg 


1500 


ttgctatgtt 


ccccccgacc 


agcatctatc 


acgtgttcca 


cagcagaaag 


gactgtgcag 


1560 


acccctgtga 


ctcctgagcc 


tgggcaggtg 


gggaccccgc 


tccccaacac 


ctgtctttcc 


1620 


ctcaatgctg 


ccaccatgcc 


tgagtgcctg 


cagcccagga 


ggcccgcaca 


ccggtacact 


1680 


cgtggacacc 


tacacactcc 


ataggagatc 


ctggctttcc 


agggtgggca 


agggcaagga 


1740 


gcaggcttgg 


agccagggac 


cagtgggggc 


tgtagggtaa 


gcccctgagc 


ctgggaccta 


1800 


catgtggttt 


gcgtaataaa 


acatttgtat 


ttaaaaaaaa 


aaaaaaaaaa 


aaa 


1853 


<210> 15 

<211> 490 

<212> DNA 

<213> Homo sapiens 












<400> 15 
ttttttaagc 


gcttaataat 


agcttttatt 


atcatgttcg 


gctcaaaggc 


agggaggagt 


60 


ggaacggcat 


gggagggctg 


cgggaggcac 


ggcagggggg 


tcaggggcaa 


gtggcaggag 


120 


ggcggatggg 


gggcagcggt 


gggcaccggg 


gcagggcgcg 


ctgacctgtc 


ctggggcccg 


180 


ggttgggggc 


agaaatgagc 


ctgcccacgc 


tgtcccgcca 


cggcaggcgc 


cacgcatcct 


240 


cgacacagcc 


gccatggcag 


gccttcgggc 


tccgtctccg 


ggacaggcgg 


tgcagggcaa 


300 


attggtatgc 


agcgtccgcc 


ccgtgggccc 


gggagagcct 


gccccgcagg 


gaccagagcc 


360 


caaggacggg 


ctcaacactc 


agtcaaggtg 


gggttgacga 


cggccagaca 


acaggggagg 


420 


gaggagggac 


aa gggggtcc 


ccacttccag 


ggacgcacaa 


tagcagagcc 


acttacacgc 


480 


tggggagggg 












490 


<210> 16 

<211> 474 

<212> DNA 

<213> Homo sapiens 












<400> 16 
acttggcatg 


cagtaagcgc 


tcaataatag 


cttttattat 


catgttcggc 


tcagaggcag 


60 


ggaggagtgg 


aacggcatgg 


gagggctgcg 


ggaggcacgg 


caggggggtc 


aggggcaagt 


120 


ggcaggaggg 


cggatggggg 


gcagcggtgg 


gcaccggggc 


agggcgcgct 


gacctgtcct 


180 


ggggcccggg 


ttgggggcag 


aaatgagcct 


gcccacgctg 


tcccgccacg 


gcaggcgcca 


240 


cgcatcctcg 


acacagccgc 


catggcaggc 


cttcgggctc 


cgtctccggg 


acaggcggtg 


300 


cagggcaaat 


tggtatgcag 


cgtccgcccc 


gtgggcccgg 


gagagcctgc 


cccgcaggga 


360 
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ccagagccca aggacgggct caacactcag tcaaggtggg gttgacgacg gccagacaac 420 
aggggaggga ggagggacaa gggggtcccc actttcaggg acgcacaata gcag 474 



<210> 17 

<211> 555 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (444) . . (444) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (447) . . (447) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (499) . . (499) 

<223> n is a, c, g, or t 



<400> 17 
tgctaagcac 


ggaggctgtt 


tataggctgg 


gccgcatatt 


acaatgctca 


gggctccact 


60 


gcaccctctc 


gggggtctgc 


tagcgctttc 


cgtagactgt 


ctccacgccc 


tccccactcc 


120 


cagccagtcc 


acatcctctc 


cggagggact 


gcagcaagga 


tcgttaagtc 


tgtccaccgg 


180 


gatgggggaa 


gaccagggcc 


ggagcagatt 


ggccatcctt 


cagaagatcg 


acttccgcta 


240 


ttggggagag 


tctgaggagt 


ccgttctccc 


acggggcctc 


gtcactcttt 


gcgaagggcg 


300 


cctggcaggt 


caaatgacct 


ccatttccac 


ctcgccttcc 


accttcttct 


tttgcttctc 


360 


catcactgcc 


tccagctctg 


acactttctc 


tttgtcctcc 


agcagcgagc 


gctgcacggt 


420 


gacctggctg 


tacacacgtg 


cccnctnctc 


ggggctcacc 


gcccgcagct 


tctccctctg 


480 


cagcgagaaa 


agctgcgcnc 


cggtcagcac 


acccagcgcg 


tccacggtcc 


cggagctaaa 


540 


gcccttggcc 


tgcag 










555 



<210> 18 

<211> 402 

<212> DNA 

<213> Homo sapiens 

<400> 18 

tttttttttt ttttgctaag cacggaggct gtttataggc tgggccgcat attacaatgc 60 
tcagggctcc actgcaccct ctcgggggtc tgctagcgct ttccgtagac tgtctccacg 120 



ccctccccac tcccagccag tccagatcct ctccggaggg actgcagcaa ggatcgttaa 180 
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gtctgtccac 


cgggatgggg 


gaagaccagg 


gccggagcag 


attggccatc 


cttcagaaga 


240 


tcgacttccg 


ctattgggga 


gagtctgagg 


agtccgttct 


cccacggggc 


ctcgtcactc 


300 


tttgcgaagg 


gcgcctggca 


ggtcaaatga 


cctccatttc 


cacctcgcct 


tccaccttct 


360 


tcttttgctt 


ctccatcact 


gcctccagct 


ctgacacttt 


ct 




402 


<210> 19 

<211> 1829 

<212> DNA 

<213> Homo sapiens 












<400> 19 
gatctcttcc 


aaatgtcccc 


gctctcccca 


ggctctcccc 


tcccgccact 


tgccagggct 


60 


gacctcaccg 


ccatcttaac 


cgggtgtcca 


cctctctctg 


cctgcctggt 


gctggccccg 


120 


cgtccccatc 


gccgcgcccg 


tctgctcccc 


tcagagggct 


tgctgacgct 


gcgggccaag 


180 


ccgccctcgg 


aggccgagta 


caccgacgtg 


ctgcagaaga 


tcaagtacgc 


cttcagcctg 


240 


ctggcccggc 


tgcgcggcaa 


catcgccgac 


ccctcctctc 


cggagctgtt 


gcacttcctt 


300 


ttcgggcctc 


tgcagatgat 


tgtgaacacg 


tcgggggggc 


cggagttcgc 


gagcagtgtg 


360 


cggcggccgc 


atctgacatc 


ggatgccgtg 


gcgctgctgc 


gggacaacgt 


cactccacgt 


420 


gaaaacgagc 


tctggacctc 


gctgggggac 


tcgtggaccc 


gccccgggct 


ggagctgtcc 


480 


ccggaggagg 


gacccccata 


cagacccgag 


ttcttcagcg 


gctgggagcc 


gccggtcacc 


540 


gacccgcaga 


gccgcgcctg 


ggaggaccca 


gttgagaaac 


agctacagca 


cgagcggagg 


600 


cgccggcagg 


tgacccaagc 


gacacagcag 


ggccgaggct 


gggaagtccg 


ggggcgcggc 


660 


cggtccgcct 


ggccccgcct 


gacccgactg 


tcttacttcc 


tacagcaaag 


cgccccccag 


720 


gtcgctgtca 


atggtcaccg 


agacttggag 


ccagaatctg 


agcctcagct 


ggagtcagag 


780 


acagcaggaa 


aatgggtcct 


gtgtaattat 


gacttccagg 


cccgcaacag 


cagtgagctg 


840 


tcggtcaagc 


agcgggacgt 


actggaggtc 


ctggatgaca 


gtcgtaagtg 


gtggaaggtt 


900 


cgggacccag 


cggggcagga 


gggatatgtg 


ccctacaaca 


tcctgacacc 


ctaccccgga 


960 


ccccggctgc 


accacagcca 


aagccctgcc 


cgcagcctga 


acagcactcc 


tcctccacca 


1020 


ccagccccag 


ccccggcccc 


acctccagct 


ctggctcggc 


cccgctggga 


caggccccgc 


1080 


tgggacagct 


gcgatagcct 


caacggcttg 


gaccccagcg 


agaaggagaa 


atttcccaga 


1140 


tgctcatcgt 


caacgaggaa 


ctgcaggcgc 

~-J zj zj zj 


gcctggccca 


qqqccqctcq 


ggaccgagcc 


1200 


gcgcagtccc 


agggccccgc 


gccccggaac 


cgcagctcag 


cccgggctcg 


gacgcctccg 


1260 


aggtccgcgc 


ctggctgcag 


gccaagggct 


ttagctccgg 


gaccgtggac 


gcgctgggtg 


1320 


tgctgaccgg 


ggcgcagctt 


ttctcgctgc 


agaaggagga 


gctgcgggcg 


gtgagccccg 


1380 
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aggagggggc 


acgtgtgtac 


agccaggtca 


ccgtgcagcg 


ctcgctgctg 


gaggacaaag 


1440 


agaaagtgtc 


agagctggag 


gcagtgatgg 


agaagcaaaa 


gaagaaggtg 


gaaggcgagg 


1500 


tggaaatgga 


ggtcatttga 


cctgccaggc 


gcccttcgca 


aagagtgacg 


aggccccgtg 


1560 


ggagaacgga 


ctcctcagac 


tctccccaat 


agcggaagtc 


gatcttctga 


aggatggcca 


1620 


atctgctccg 


gccctggtct 


tcccccatcc 


cggtggacag 


acttaacgat 


ccttgctgca 


1680 


gtccctccgg 


agaggatctg 


gactggctgg 


gagtggggag 


ggcgtggaga 


cagtctacgg 


1740 


aaagcgctag 


cagacccccg 


a 9 a 999tgca 


atggagccct 


gagcattgta 


atatgcggcc 


1800 


cagcctataa 


acagcctccg 


tgcttagca 
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<210> 20 

<211> 584 

<212> DNA 

<213> Homo sapiens 












<400> 20 
ttttttttat 


tttggtgaga 


aataaaaaat 


aaaatgcaga 


acaagtctaa 


ggaaagcaaa 


60 


ggttcttgta 


caaattgtga 


cttttggaag 


aaacagtgac 


agttgacaac 


aaaaggttct 


120 


gaagcagacc 


tcattctatt 


catgatgtca 


gctgagattt 


tcccacagag 


tactgtaact 


180 


tttctttcta 


tatactcata 


tgttttaagg 


aaaaagaaat 


gacagttgat 


tgcactggat 


240 


atacatatat 


ttatatatat 


atatttttac 


aacggatcct 


ttggatctga 


acatacaaat 


300 


aaatacaaaa 


acaacgaaga 


ttgcacttta 


ctgtagaaac 


ggcatcggat 


tccagtatac 


360 


ccatttatct 


tgacgtgctc 


tgccatgaaa 


gcttatcact 


aaggcatttt 


tcatctgtgg 


420 


gatttcccta 


attactgttt 


tgaatgacac 


atttgttgaa 


ggattcaaca 


ccatctctgg 


480 


atggttaaaa 


tatattttag 


gcttttattt 


actcctaaag 


ttgttgttca 


agctctggag 


540 


ggcttgaaaa 


tcgaatgtgc 


attcctgtca 


gttttgtcct 


tttg 




584 


<210> 21 

<211> 328 

<212> DNA 

<213> Homo sapiens 












<400> 21 
agtacataaa 


gtttttattt 


aaagttttcc 


ccttccaagc 


aagcttcatt 


tacacattct 


60 


aatactgtac 


aaaatttaca 


ttctctgtga 


cttatttatt 


cacttttcac 


tttctagtaa 


120 


cttatgtctc 


tctgaaatac 


agaaagcttt 


acttataatt 


ctcataaatg 


cttttatttt 


180 


ggtgagaaat 


aaaaaataaa 


atgcagaaca 


agtctaagga 


aagcaaaggt 


tcttgtacaa 


240 


attgtgactt 


ttggaagaaa 


cagtgacagt 


tgacaacaaa 


aggttctgaa 


gcagacctca 


300 


ttctattcat 


gatgtcagct 


gagatttt 








328 
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<210> 22 

<211> 628 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Met Ser Arg Ser Gly Asp Arg Thr Ser Thr Phe Asp Pro Ser His Ser 
15 10 15 



Asp Asn Leu Leu His Gly Leu Asn Leu Leu Trp Arg Lys Gin Leu Phe 
20 25 30 



Cys Asp Val Thr Leu Thr Ala Gin Gly Gin Gin Phe His Cys His Lys 
35 40 45 



Ala Val Leu Ala Ser Cys Ser Gin* Tyr Phe Arg Ser Leu Phe Ser Ser 
50 55 60 



His Pro Pro Leu Gly Gly Gly Val Gly Gly Gin Asp Gly Leu Gly Ala 
65 70 75 80 



Pro Lys Asp Gin Gin Gin Pro Pro Gin Gin Gin Pro Ser Gin Gin Gin 
85 90 95 



Gin Pro Pro Pro Gin Glu Glu Pro Gly Thr Pro Ser Ser Ser Pro Asp 
100 105 110 



Asp Lys Leu Leu Thr Ser Pro Arg Ala lie Asn Asn Leu Val Leu Gin 
115 120 125 



Gly Cys Ser Ser lie Gly Leu Arg Leu Val Leu Glu Tyr Leu Tyr Thr 
130 135 140 



Ala Asn Val Thr Leu Ser Leu Asp Thr Val Glu Glu Val Leu Ser Val 
145 150 155 160 



Ser Lys lie Leu His lie Pro Gin Val Thr Lys Leu Cys Val Gin Phe 
165 170 175 



Leu Asn Asp Gin lie Ser Val Gin Asn Tyr Lys Gin Val Cys Lys lie 
180 185 190 



Ala Ala Leu His Gly Leu Glu Glu Thr Lys Lys Leu Ala Asn Lys Tyr 
195 200 205 
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Leu Val Glu Asp Val Leu Leu Leu Asn Phe Glu Glu Met Arg Ala Leu 
210 215 220 



Leu Asp Ser Leu Pro Pro Pro Val Glu Ser Glu Leu Ala Leu Phe Gin 
225 230 235 240 



Met Ser Val Leu Trp Leu Glu His Asp Arg Glu Thr Arg Met Gin Tyr 
245 250 255 



Ala Pro Asp Leu Met Lys Arg Leu Arg Phe Ala Leu lie Pro Ala Pro 
260 265 270 



Glu Leu Val Glu Arg Val Gin Ser Val Asp Phe Met Arg Thr Asp Pro 
275 280 285 



Val Cys Gin Lys Leu Leu Leu Asp Ala Met Asn Tyr His Leu Met Pro 
290 295 300 



Phe Arg Gin His Cys Arg Gin Ser Leu Ala Ser Arg lie Arg Ser Asn 
305 310 315 ~ 320 



Lys Lys Met Leu Leu Leu Val Gly Gly Leu Pro Pro Gly Pro Asp Arg 
325 330 335 



Leu Pro Ser Asn Leu Val Gin Tyr Tyr Asp Asp Glu Lys Lys Thr Trp 
340 345 350 



Lys lie Leu Thr lie Met Pro Tyr Asn Ser Ala His His Cys Val Val 
355 360 365 



Glu Val Glu Asn Phe Leu Phe Val Leu Gly Gly Glu Asp Gin Trp Asn 
370 375 380 



Pro Asn Gly Lys His Ser Thr Asn Phe Val Ser Arg Tyr Asp Pro Arg 
385 390 395 400 



Phe Asn Ser Trp lie Gin Leu Pro Pro Met Gin Glu Arg Arg Ala Ser 
405 410 415 



Phe Tyr Ala Cys Arg Leu Asp Lys His Leu Tyr Val lie Gly Gly Arg 
420 . 425 430 



Asn Glu Thr Gly Tyr Leu Ser Ser Val Glu Cys Tyr Asn Leu Glu Thr 
435 440 445 



Asn Glu Trp Arg Tyr Val Ser Ser Leu Pro Gin Pro Leu Ala Ala His 
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450 455 460 



Ala Gly Ala Val His Asn Gly Lys He Tyr He Ser Gly Gly Val His 
465 470 475 480 



Asn Gly Glu Tyr Val Pro Trp Leu Tyr Cys Tyr Asp Pro Val Met Asp 
485 490 495 



Val Trp Ala Arg Lys Gin Asp Met Asn Thr Lys Arg Ala He His Thr 
500 505 510 



Leu Ala Val Met Asn Asp Arg Leu Tyr Ala He Gly Gly Asn His Leu 
515 520 525 



Lys Gly Phe Ser His Leu Asp Val Met Leu Val Glu Cys Tyr Asp Pro 
530 535 540 



Lys Gly Asp Gin Trp Asn He Leu Gin Thr Pro He Leu Glu Gly Arg 
545 550 555 560 



Ser Gly Pro Gly Cys Ala Val Leu Asp Asp Ser He Tyr Leu Val Gly 
565 570 575 



Gly Tyr Ser Trp Ser Met Gly Ala Tyr Lys Ser Ser Thr He Cys Tyr 
580 585 590 



Cys Pro Glu Lys Gly Thr Trp Thr Glu Leu Glu Gly Asp Val Ala Glu 
595 600 605 



Pro Leu Ala Gly Pro Ala Cys Val Thr Val He Leu Pro Ser Cys Val 
610 615 620 



Pro Tyr Asn Lys 
625 



<210> 23 

<211> 4261 

<212> DNA 

<213> Homo sapiens 

<400> 23 

actcactgag ccccaggccc aaggataatg atgtgttgtt tcttggtagc ataatttgtc 60 

acacgtacat tttttcttct tcttctcttg cagaaagctc tgctccctct ctctctccct 120 

ctctctttct ctcttttctc cctctcctac attttcttgc tgttgctaat tcatggtgat 180 



caaatgatgt acgacaaaat aaattgtaaa gagtgactgc ctggagttgg gaaccagaag 24 0 
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gtgttttccc 


cctcccaagg 


agacagcaaa 


cctttaaaaa 


ggaaggacaa 


ttgatttttg 


300 


gggggagctt 


aagtgagcct 


tgactttgca 


gctggttgag 


aacaggttgg 


aggagggttt 


360 


aaagccaggt 


gcaccgagtc 


agctcgccat 


gtccagatcc 


ggggacagga 


cctccacctt 


420 


cgaccccagc 


cacagcgaca 


acctgctgca 


cggcctcaac 


ctgctgtgga 


ggaagcagct 


480 


gttttgcgac 


gtgaccctga 


cggcccaggg 


ccagcagttc 


cattgccaca 


aggccgtgct 


540 


ggcctcctgc 


tcgcagtact 


tccgatcgct 


cttctccagc 


cacccccctc 


tcgggggagg 


600 


ggtcggcggc 


caggacggcc 


tgggggcccc 


caaggaccag 


cagcagccgc 


cgcagcagca 


660 


gccgtcacag 


cagcagcagc 


cgccgccgca 


ggaggagccc 


gggactcctt 


cttcctcccc 


720 


cgacgacaag 


ctgctgacca 


gcccccgggc 


catcaacaac 


ctggtgctgc 


agggctgctc 


780 


gtccatcggg 


ctgcgcctgg 


tgctcgagta 


cctctacacg 


gccaacgtga 


ccctgtccct 


840 


ggacacggtg 


gaggaggtgc 


tgtcggtcag 


caagatcctg 


cacatccccc 


aggtcaccaa 


900 


gctctgcgtg 


cagttcctca 


acgaccagat 


ctcggtgcag 


aactacaagc 


aggtgtgcaa 


960 


gatcgccgcg 


ctgcacggcc 


tggaggagac 


caagaagctg 


gccaacaagt 


acctggtgga 


1020 


ggatgtgctg 


ctgctcaact 


tcgaggagat 


gcgcgccctg 


ctggactcgc 


tgccgccccc 


1080 


cgtggagtcg 


gagctggcgc 


tcttccagat 


gtccgtgctg 


tggctggagc 


acgaccgcga 


1140 


gacccgcatg 


cagtatgcgc 


ctgacctcat 


gaagcgcctc 


cgcttcgccc 


tcatcccggc 


1200 


cccggagctg 


gtggagcggg 


tccagtcagt 


ggatttcatg 


cgaaccgacc 


cggtctgcca 


1260 


gaagctgctg 


ctggacgcca 


tgaactacca 


cctgatgccc 


ttcaggcagc 


actgcaggca 


1320 


gagcctggcc 


agcagaattc 


gctctaacaa 


gaaaatgctg 


ttattggttg 


gagggctgcc 


1380 


tcctggaccg 


gaccggctcc 


ccagcaattt 


ggttcagtat 


tacgacgatg 


aaaagaagac 


1440 


atggaaaata 


ctcacaatta 


tgccatacaa 


cagtgcccac 


cactgcgttg 


tggaggtgga 


1500 


aaacttcttg 


ttcgtgttgg 


gtggagagga 


ccagtggaat 


ccgaatggaa 


aacacagtac 


1560 


aaattttgtc 


agccgatatg 


atcctcgatt 


taatagctgg 


attcaacttc 


cacccatgca 


1620 


ggaaagaaga 


gccagtttct 


atgcatgtcg 


gttggacaag 


catttatacg 


taattggtgg 


1680 


aaggaatgaa 


actggctact 


tgtccagcgt 


ggagtgctat 


aacctagaaa 


cgaatgaatg 


1740 


gcgctatgtg 


tcctctttgc 


cacagcctct 


ggcggctcat 


gcgggagcag 


tgcacaatgg 


1800 


gaaaatatac 


atttcagggg 


gtgtacacaa 


tggagaatat 


gtcccatggc 


tatattgcta 


1860 


tgacccagta 


atggatgtct 


gggctcgaaa 


acaagatatg 


aacacaaaac 


gtgcaattca 


1920 


cactttggct 


gtaatgaatg 


atcgcttgta 


tgcaattgga 


ggaaatcatt 


tgaaaggttt 


1980 


ctcccacctt 


gatgtaatgc 


ttgtggaatg 


ctatgaccca 


aaaggtgacc 


agtggaatat 


2040 


actccaaact 


cccattttgg 


agggtcgaag 


tggccctggc 


tgtgcagtgc 


ttgatgacag 


2100 
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catttacctt 


gtgggaggct 


acagctggag 


tatgggggcc 


tacaagtcat 


ctacaatatg 


2160 


ctattgtcca 


gagaaaggaa 


cctggacaga 


actcgaagga 


gatgtagcag 


aaccgttggc 


2220 


aggccctgcc 


tgtgtgacag 


ttattctgcc 


ctcttgtgta 


ccatacaaca 


aataacacca 


2280 


ggaaactctg 


gaatgaacag 


tatcacattc 


taggaagcaa 


tggcaggtga 


catcactatt 


2340 


ataataggaa 


caatgcattc 


taatggtaca 


actgccaaaa 


cccacccttg 


gtttctgatg 


2400 


atttataagt 


aactacaaaa 


gaaagagacc 


tgttcttgaa 


cagatactat 


gtctataact 


2460 


cagatcgcac 


caaacttcct 


gtggtgacag 


actcttccat 


ttcagactgg 


ttttaactta 


2520 


tcccagcttt 


acaaaaactc 


ttcatgtgaa 


tcttaacttg 


caaaaggaga 


aagataaaat 


2580 


acagaagact 


ggccccagag 


agacctcaga 


tcagtattgt 


gcattgtagt 


ctacctgcat 


2640 


gtgatctatg 


ttgacatttc 


ggggatattg 


tgttcaagaa 


tgattccaaa 


tttgagccac 


2700 


caaaatacac 


tgcattacag 


aaattgccac 


ttgattctgt 


actcttaacc 


tttggctact 


2760 


tcacagactc 


cattggcaac 


actgttattg 


aaaatcatgt 


aagattaaag 


agaggcattt 


2820 


tcgtttctat 


acaacttcat 


ttcatacacc 


ttctgccctt 


acagcacctc 


atgggatcag 


2880 


aaaagagaaa 


gatgttggct 


cttgtaataa 


atgctttcta 


ccctataggt 


tctaggctag 


2940 


acagagtcgt 


catttctgtg 


tcctcaattt 


tatctgaaag 


attaaaacaa 


aatatattat 


3000 


gtcactattc 


agttcatgga 


ggtttgtgct 


ttttcatatt 


ttgtgatata 


taagtagtga 


3060 


acacacatgt 


tatttacttc 


aaaagacagg 


attgacaaat 


tcagtcaata 


ctattttaga 


3120 


gattctgtta 


gatgatatgt 


ctgacccaaa 


tttaatccat 


aataaaaaaa 


aatgggagat 


3180 


tgttttcagg 


aattcaggga 


tgaaaagaaa 


gaataatttc 


cattaagtag 


aattccagtt 


3240 


gtctttctgt 


ttctaaaaca 


cagaacttac 


aagagccaca 


ggagccaatt 


atagcacctg 


3300 


acagaatact 


tctcctcttc 


ctcaccttcg 


ggtgcctcta 


gacacttgac 


ttacgatcgt 


3360 


tattccccca 


attcatcata 


ttttgtttgt 


tatcaccaga 


gatgcctgaa 


ctcagttaag 


3420 


cgagcaattg 


ctagttgtct 


tgaggagcat 


gaggaattca 


ggagcagaag 


gtcaggatag 


3480 


catgagatag 


tctcaatgtg 


gccaaccaaa 


aggacaaaac 


tgacaggaat 


gcacattcga 


3540 


ttttcaagcc 


ctccagagct 


tgaacaacaa 


ctttaggagt 


aaataaaagc 


ctaaaatata 


3600 


ttttaaccat 


ccagagatgg 


tgttgaatcc 


ttcaacaaat 


gtgtcattca 


aaacagtaat 


3660 


tagggaaatc 


ccacagatga 


aaaatgcctt 


agtgataagc 


tttcatggca 


gagcacgtca 


3720 


agataaatgg 


gtatactgga 


atccgatgcc 


gtttctacag 


taaagtgcaa 


tcttcgttgt 


3780 


ttttgtattt 


atttgtatgt 


tcagatccaa 


aggatccgtt 


gtaaaaatat 


atatatataa 


3840 


atatatgtat 


atccagtgca 


atcaactgtc 


atttcttttt 


ccttaaaaca 


tatgagtata 


3900 
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tagaaagaaa 


agttacagta 


ctctgtggga 


aaatctcagc 


tgacatcatg 


aatagaatga 


3960 


ggtctgcttc 


agaacctttt 


gttgtcaact 


gtcactgttt 


cttccaaaag 


tcacaatttg 


4020 


tacaagaacc 


tttgctttcc 


ttagacttgt 


tctgcatttt 


attttttatt 


tctcaccaaa 


4080 


ataaaagcat 


ttatgagaat 


ta taagtaaa 


get ttctgta 


tt tcagagag 


acataagtta 


4140 


ctagaaagtg 


aaaagtgaat 


aaataagtca 


cagagaatgt 


aaattttgta 


cagtattaga 


4200 


atgtgtaaat 


gaagcttgct 


tggaagggga 


aaactttaaa 


taaaaacttt 


atgtactaat 


4260 


t 












4261 



<210> 24 

<211> 477 

<212> DNA 

<213> Homo sapiens 



<220> 

<22 1> misc_f eature 

<222> (233) . . (233) 

<223> n is a, c, g, or t 

<400> 24 

tttttttctg tgcttttctg tttcttattt ttttaaggaa attaaaaata cegtaattag 60 

aataatacaa ggagagaaca etttgeggaa ggcctagggt aagggcactt cccacccact 120 

gggttggctc aagaggttgg gactggggcg ccacctcccg cccccttagg gtctgegate 180 

cgccgggggc gccgcgggct tttccgccgg ctccatgcat ttccctgagg cangatcttt 240 

ttgggggaag ctggcatccc ggcgctggcc tcggcccccg actgggagtt gggtggcgct 300 

tgattggaac tccggcccgg agccgcctca gccgctgcgc ccccgcgggc agacaagccc 3 60 

gggcggagcg cgctaagcca caggtccccg cggcgttcct cccggtcttc ggggatgett 420 

ttccatctta geggectgat tagcatcgcc gccgcttgtg gggctggatt ctaccct 477 



<210> 25 

<211> 464 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (1) . . (464) 

<223> N is a, c, g, or t. 

<400> 25 

ctgatgatac aactttaata taagcaagaa aatacattgc agcaataaca ggagaaagag 60 
acgcattgga aaggtccaaa gatctgaggc tcacagttct ttgtccttcc acttgctggg 120 



tcacacagaa caagctttta ttcatactgg tggtctggaa actccaccag tacatgtgct 



180 
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ct cty dLLLL ct y 


lcc L.ay y aay 


ac uaagc cc u 


gcu uceggea 


gggtgtc tgc 


aagtgagc tg 


o a n 

Z ft u 




^ ^ 4— ~s j~i 

CaCaCUCCdy 


ccacccaacc 


agee Lcagcc 


cccaaaaucg 


t cage t ccac 


inn 


v^cictciciv_L*ycty 


c y c t. cigy c a. ci 


a a ^ 4- o 4~ 

addtCtgatt 


- a 4-4-4-4-y-.4-4- -j ^ 


acaacgccga 


c tggc tggt a 


*i ^ n 


cattctgccc 


tgaaacaact 


cacaganaag 


gtttnttnaa 


aacccttcgt 


ttgtttgggg 


420 


gttttaggag 


aaaaaaggnc 


ccaaattgtt 


tttaaattcn 


ttnt 




464 


<210> 26 

<211> 385 

<212> DNA 

<213> Homo sapiens 












<400> 26 
ttttttttta 


tactgatgaa 


acaac ucuaa 


uauaagcaag 


aaaataCdtc 


gcagcaanaa 


b U 


caggagaaag 


agacgcattg 


gaaaggtcca 


aagatctgag 


gctcacagtt 


#i 4- 4- 4- nf — ~i- f. 

ctttgtcctt 


T O A 
0 


ccacttgctg 


ggtcacacag 


aacaagct tt 


tattcatact 


ggtggtctgg 


aaactccacc 


loU 


agtacatgtg 


ctaagacctc 


agt cc tagga 


agattaagct 


ctget teegg 


cacggtgtct 




gcaagtgagc 


tggtcacata 


ggcacat t cc 


age tacct aa 


ccagcc tcag 


ccc t caaaat 


.3 0 U 


cgtcagctcc 


accaaaaccg 


agtgctaggc 


aaaaatctga 


ttattttgtt 


aacaaegctg 


.360 


actggctggt 


acattctgcc 


ctgaa 








385 


<210> 27 

<211> 5572 

<212> DNA 

<213> Homo sapiens 












<400> 27 
ctcggaaaag 


cttttcagta 


aatgcaccca 


tgc tgc t cca 


ggagc t c t tc 


t c tgcaacaa 


o U 


gccacccatc 


tgccatcaac 


a agt t aagac 


caagagaac t 


aacggctgcg 


gaaatgagac 


lZU 


tgaagctttg 


attaaccagc 


t gage agt t a 


gaggtggaga 


aactcaataa 


c t t a tat tea 


T Q A 

loU 


aaactgattt 


agggatcaga 


gcaaucacag 


aaaacgaaac 


caatgc 1 1 1 c 


cagagggaca 




tcctaaggaa 


aaaacaactc 


gt cc tggtgg 


actcaatctt 


ac t tggaaag 


cc tgggacac 


i n a 


agaaaacagg 


aaactggtca 


aaggc t cc ta 


catgt tagag 


cc t t t tacag 


ac t cac tgcg 




ttgagtctaa 


caaccgcgac 


uydd ugcagc 


ccccaacgcg 


cccagaagaa 


eggge l uaca 


ft z u 


tttcaagtgg 


ccattagggg 


cccc t atgc t 


ggcagcaat a 


tatgeaatga 


gtacggtttt 


/I Q A 


aaaaatgctg 


cctgccctgg 


gta tggcgtg 


t ccacccaaa 


tgccgctgcg 


agaagctget 


C /I A 


cttctactgc 


gactctcagg 


gcttccactc 


agtgccaaac 


gccacagaca 


agggctctct 


600 


gggcctgtcc 


ctgaggcaca 


atcacatcac 


agagctcgaa 


agagatcaat 


ttgecagett 


660 
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cagtcaactt 


acttggctcc 


acttagatca 


caatcaaatt 


tcaacagtaa 


aagaagatgc 


720 


ttttcaagga 


ctatataaac 


ttaaggaatt 


aatcttaagt 


tccaacaaaa 


tattttactt 


780 


gccaaacaca 


acttttaccc 


aactgattaa 


cctgcaaaat 


ttggacctgt 


cttttaatca 


840 


gctgtcatct 


ctgcacccag 


agctcttcta 


tggccttcgg 


aagctgcaga 


ccttgcattt 


900 


acgttccaac 


tccctgcgga 


ctatcccagt 


acgcctgttc 


tgggactgtc 


gtagtctgga 


960 


gtttctggat 


ttgagcacaa 


atcgtttgcg 


aagtttggct 


cgcaatggat 


ttgcaggatt 


1020 


aattaaactg 


agagagcttc 


acctagagca 


caaccagctg 


acgaagatta 


attttgctca 


1080 


tttcctacgg 


ctaagcagtc 


tgcacacgct 


cttcttacaa 


tggaacaaaa 


tcagcaactt 


1140 


gacatgtggg 


atggagtgga 


cctggggcac 


tttagaaaag 


ctagacctga 


ctggaaatga 


1200 


aatcaaagcc 


atcgacttga 


cagtgtttga 


aacgatgccc 


aatcttaaaa 


tactactcat 


1260 


ggataacaac 


aagttaaaca 


gccttgattc 


caagatctta 


aactccctga 


gatccctcac 


1320 


aaccgttggt 


ctctctggca 


atctgtggga 


atgcagcgcc 


cgaatatgtg 


ctctggcctc 


1380 


ctggctgggc 


agtttccaag 


gtcggtggga 


acactccatc 


ctatgccaca 


gtcctgacca 


1440 


cacccaagga 


gaggatattc 


tagatgcagt 


ccatggattt 


cagctctgct 


ggaatttgtc 


1500 


aaccactgtc 


actgtcatgg 


ctacaactta 


tagagatcca 


accactgaat 


atacaaaaag 


1560 


aataagctca 


tcaagttacc 


atgtgggaga 


caaagaaatc 


ccaactactg 


caggcatagc 


1620 


agttactacc 


gaggaacact 


ttcctgaacc 


agacaatgcc 


atcttcactc 


agcgggtaat 


1680 


tacgggaaca 


atggctttat 


tgttttcttt 


cttttttatt 


atttttatag 


tgttcatctc 


1740 


caggaagtgc 


tgccctccca 


ctttaagaag 


aattaggcag 


tgctcaatgg 


ttcagaacca 


1800 


caggcagctc 


cgatcccaaa 


cacgactcca 


tatgtcaaac 


atgtcagacc 


aaggaccgta 


1860 


taatgaatat 


gaacccaccc 


atgaaggacc 


cttcatcatc 


attaatggtt 


atggacagtg 


1920 


caagtgtcag 


cagctgccat 


acaaagaatg 


tgaagtataa 


tatctaccca 


tcatcaaaaa 


1980 


tcacatcaga 


taagtaacct 


attttacata 


gtagaggcta 


aatacatatc 


taatttttac 


2040 


caatggtgac 


attaagccta 


attttccaaa 


ctaagtggag 


acttagtttt 


tgaagtgttg 


2100 


aagtattttt 


aattttttta 


aatgaaacca 


tattttaagt 


gttaaatgaa 


tcaatgctca 


2160 


cattaatttg 


cactcctgtt 


ggaaagtcta 


aaatgcttac 


ttcaaaataa 


gaaatgtacg 


2220 


taattatata 


caatcgtgtg 


taaaccttta 


cactaaggtc 


tccatatact 


atttttttct 


2280 


actgaaaaca 


atttagaaag 


aagctattgg 


gcagaaacag 


atatagatca 


atacctgttt 


2340 


gatcactgct 


ctccatccca 


tgtaccacaa 


ctatcttgct 


gcttaaaagg 


agacttagta 


2400 


aagttctctt 


gtatgataat 


ttggtattta 


ctcaaatctt 


caatttcttg 


ccagggtggg 


2460 


aagtagaatt 


tcatgtatgc 


tgaagactgg 


taaatattaa 


acattctcct 


tccagagttt 


2520 
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ctgcctgggt tagtagatat tatcaaagtc catatcatga attcagaacc ctttaatgta 2580 

attctaataa gctgagtgac tctttaatat atttacacaa tgaatccaag tgactgtgaa 2640 

aaggtctcat tacaatgaaa ccaatcctaa ataattacac caacttctta tacatttctc 2700 

gtttgactta taatggacat gatttttgtg gcatttagac aactgtttta aactagcatt 2760 

aaactgtcat tgtactaatt aatgtactaa atcctatgtt tacattaata tgtgaaaaaa 2820 

gatttagaag atattttgga gataaacaag acaaactgag tcaatttaac aatcctgaca 2880 

tgctccctcc aatttaaaag cacacacaca cacacacaca cacacacaca cactctcgcg 2940 

ctctctctct caactatcat gatcaaagat gccttgacaa aggggtttaa acctctttct 3000 

tctgcttttt cctgatcttc aaacctcaaa gagccaagtt aaaaataatt ggctagcaac 3060 

aggcttaaca ctgattctta ttgtattaca aaggaaccat gaaaaaaaac actttctaac 3120 

tattatataa tacatttcga tctttcaata aagatacgca ttcacgctgt aagtgtagtt 3180 

cagtgtaggt gaagaaaaca gcaccactga gatgaatctc atggcagaac aactcgacat 3240 

gcctatgcag ccacacagtg gtaacttgaa ggcagcacag aggtgaggga ttaaaaggaa 33 0 0 

aggcagattt tgaaatctga ctctcaggtt agctggagtt acaaggcagc caacaatgat 3360 

tatacacaat ctgcaccaaa cagggaaagg acctgctgct gaaaagggaa gaggggtaga 342 0 

tcctccaatg taaatataaa catgccatag ttaacaaatg ataaggatgc cacatttttc 3480 

atgcagaaaa gaaccacagg tattcagttt cttgtattat gatttctaaa gaaaacctat 3540 

taaatatttg gaatttagat gcaagctact cattcacaca gaacttttcc ataaacattg 3600 

ttccacatat tgaaaaaact gtaaaattat agcactaact tgattttaga aaatgagcat 3660 

tttttacaac tgccatttac tgtatgtaga aaaaagacat aaaaccttag agaaagccac 3720 

taccattttt caagttatct tttccccaac atcaacatca acatgatatc cttcattcag 3780 

ggcatatttt ttcttcccag gatcaaactg aaaacatgtt aaggctatag tttagccagt 3840 

aagatttaat cacaattttt cttctttaat actaagagat gggtacctta gtacccttca 3900 

cctaacatct ctcggtaaaa agcagacaag atcacaaatt acagtaaaaa tgtgctcttt 3 960 

tttaaggtgg gcagattagt ttgtcaaagt ctcagcccag ttcaattcag ttgatctcga 4020 

gtggtgagta ttttgtctct tgttaaacca gaccctgggc ttgtctgggc agagacagaa 4080 

gctgatttaa cagcatagag cacagcgccc tacttcccca cagacaggct gaattagaag 4140 

cccctattac aaataagagc accacgagct aaaatttacc aacccattta tcaggatgac 4200 

cattgccatt tgtcaggtga cagacagctt ggtcacaaca caactgtgtc ctgagcacac 4260 

aagattccat cagccctgaa ggacagcaga ggagtatttt ccatcatttc aaaccacaaa 4320 



27 



caaaattaag 


atttaaactg 


tgggatgggt 


aagaaatccc 


cttctttggc 


tgggaatctc 


4380 


caccttaatc 


cttaaaggac 


cataactggc 


aaaatcctta 


gtgtacggac 


aaaagcaaat 


4440 


tggaaaagca 


agccatttac 


taattcagag 


gaacagcata 


gccaaggcta 


gcgaggcata 


4500 


ctttccagtt 


gaaaaaaaat 


caaaattttt 


tgccttccat 


ttttctgggt 


aatgtccttt 


4560 


aagaaaagtg 


aatgacagta 


gtaccaaaaa 


ggtattttcc 


tttctcattt 


aaaagcaaaa 


4620 


acctcccttt 


ttaattgcct 


gtagaaggca 


agattttctt 


tcatttttgt 


ccatttgtgt 


4680 


ttcagaatca 


gcacaggttt 


gaagattaga 


ctgttagtca 


tctgtgcttt 


ctttaccaac 


4740 


tggctagaac 


ggaacagcat 


cacagcaacg 


ctgcggatct 


tggttacaca 


gtgtcagagc 


4800 


ttttgttttt 


tgatggggtt 


ttatcctctt 


caccaccact 


acccactcca 


ttttttttct 


4860 


atttttaaga 


ttagaggaaa 


atgaccatta 


agaaccagaa 


aaataattaa 


tctctctgga 


4920 


aaaaggaaag 


ctaaagaaga 


ctatgatacc 


atacccatct 


agaaaccaag 


aactagtttg 


4980 


aaatcgttta 


tattcatttc 


tgtagcatga 


cagggatttc 


aatcaccttt 


ctgaaaagag 


5040 


tgggctgata 


aacttgtaaa 


tccacacaca 


actctgagaa 


tacccactgc 


cagcatcaaa 


5100 


aagcaaagat 


actaattttt 


taagccaaaa 


atctgtacta 


acacatgtaa 


tttcttaatg 


5160 


tgcctaagtt 


aatttctgta 


tcaattcaat 


aaatggaatt 


gactgaactt 


cccaacgcca 


5220 


ctaattatta 


aaatccatct 


gcttattcta 


atgctagtca 


ccaagagcta 


gactccatct 


5280 


ttccaataaa 


aatgagccct 


atgtagcact 


aggtttgaat 


tctaaaattc 


aaaacaggca 


5340 


tttcattttc 


ttaaggcaca 


cttcctacac 


acagctatca 


ggggaaaaag 


ctataaatgt 


5400 


cctgttcttt 


ttctgaagtg 


tggatatcaa 


tataaaattt 


gttaaagaat 


atttttaaca 


5460 


gctgacttac 


atgatcgttt 


tcctaataca 


ggaatacagc 


gacagaccta 


tctgaaaagt 


5520 


ctgtttgggg 


gcatactttt 


catatcttat 


tgactaaagc 


ccttgagcca 


gg 
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<400> 28 
catgtctgag 


gtgctcgggg 


aagacgcaca 


atcgtgagca 


gcttacgaca 


ctcagtgagc 


60 


agtaggtgcc 


tgtgcaagct 


cgcgccgcac 


actgcctggt 


ggagggaagg 


agcccgggcg 


120 


ccgctcgccg 


ctccccgcgc 


cgccgtccgc 


acctccccac 


cgcccgccgc 


ccgccgcccg 


180 


ccgcccgcaa 


agcatgagtg 


agcccgctct 


ctgcagctgc 


ccggggcgcg 


aatggcaggc 


240 


tgtttccgcg 


gagtaaaagg 


tggcgccggt 


cagtggtcgt 


ttccaatgac 


ggacattaac 


300 


cagactgtca 


gatcctgggg 


agtcgcgagc 


cccgagtttg 


gagttttttc 


cccccacaac 


360 
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gtcacagtcc 


gaactgcaga 


gggaaaggaa 


ggcggcagga 


aggcgaagct 


cgggctccgg 


420 


cacgtagttg 


ggaaacttgc 


gggtcctaga 


agtcgcctcc 


ccgccttgcc 


ggccgccctt 


480 


gcagccccga 


gccgagcagc 


aaagtgagac 


attgtgcgcc 


tgccagatcc 


gccggccgcg 


540 


gaccggggct 


gcctcggaaa 


cacagagggg 


tcttctctcg 


ccctgcatat 


aattagcctg 


600 


cacacaaagg 


gagcagctga 


atggaggttg 


tcactctctg 


gaaaagggtg 


ggtaagacac 


660 


tttttaatta 


aattctttcc 


cgaagatttt 


ttttttcctc 


ccttttcttt 


gctgcagcat 


720 


ctaacatgga 


ccaaatcacc 


atctctttga 


tctttccgtg 


gctgtgaact 


ttctatgctg 


780 


cccagctttc 


tgcatgctta 


gaggtgaacg 


tgtggttttt 


ggggaggggg 


gtccttcttt 


840 


atttctatgt 


atttatttga 


ttttttgccc 


ttttctcccc 


ctcccccgct 


tcccctccct 


900 


cggaataaaa 


tatgatgtag 


atttctgacc 


gagcgcttcc 


aatggacatt 


ctccagtctc 


960 


tctggaaaga 


ttctcgctaa 


tggatttcct 


gctgctcggt 


ctctgtctat 


actggctgct 


1020 


gaggaggccc 


tcgggggtgg 


tcttgtgtct 


gctgggggcc 


tgctttcaga 


tgctgcccgc 


1080 


cgcccccagc 


gggtgcccgc 


agctgtgccg 


gtgcgagggg 


cggctgctgt 


actgcgaggc 


1140 


gctcaacctc 


accgaggcgc 


cccacaacct 


gtccggcctg 


ctgggcttgt 


ccctgcgcta 


1200 


caacagcctc 


tcggagctgc 


gcgccggcca 


gttcacgggg 


ttaatgcagc 


tcacgtggct 


1260 


ctatctggat 


cacaatcaca 


tctgctccgt 


gcagggggac 


gcctttcaga 


aactgcgccg 


1320 


agttaaggaa 


ctcacgctga 


gttccaacca 


gatcacccaa 


ctgcccaaca 


ccaccttccg 


1380 


gcccatgccc 


aacctgcgca 


gcgtggacct 


ctcgtacaac 


aagctgcagg 


cgctcgcgcc 


1440 


ggacctcttc 


cacgggctgc 


ggaagctcac 


cacgctgcat 


atgcgggcca 


acgccatcca 


1500 


gtttgtgccc 


gtgcgcatct 


tccaggactg 


ccgcagcctc 


aagtttctcg 


acatcggata 


1560 


caatcagctc 


aagagtctgg 


cgcgcaactc 


tttcgccggc 


ttgtttaagc 


tcaccgagct 


1620 


gcacctcgag 


cacaacgact 


tggtcaaggt 


gaacttcgcc 


cacttcccgc 


gcctcatctc 


1680 


cctgcactcg 


ctctgcctgc 


ggaggaacaa 


ggtggccatt 


gtggtcagct 


cgctggactg 


1740 


ggtttggaac 


ctggagaaaa 


tggacttgtc 


gggcaacgag 


atcgagtaca 


tggagcccca 


1800 


tgtgttcgag 


accgtgccgc 


acctgcagtc 


cctgcagctg 


gactccaacc 


gcctcaccta 


1860 


catcgagccc 


cggatcctca 


actcttggaa 


gtccctgaca 


agcatcaccc 


tggccgggaa 


1920 


cctgtgggat 


tgcgggcgca 


acgtgtgtgc 


cctagcctcg 


tggctcaaca 


acttccaggg 


1980 


gcgctacgat 


ggcaacttgc 


agtgcgccag 


cccggagtac 


gcacagggcg 


aggacgtcct 


2040 


ggacgccgtg 


tacgccttcc 


acctgtgcga 


ggatggggcc 


gagcccacca 


gcggccacct 


2100 


gctctcggcc 


gtcaccaacc 


gcagtgatct 


9999ccccct 


gccagctcgg 


ccaccacgct 


2160 


cgcggacggc 


ggggaggggc 


agcacgacgg 


cacattcgag 


cctgccaccg 


tggctcttcc 


2220 



aggcggcgag 


cacgccgaga 


acgccgtgca 


gatccacaag 


gtggtcacgg 


gcaccatggc 


2280 


cctcatcttc 


tccttcctca 


tcgtggtcct 


ggtgctctac 


gtgtcctgga 


agtgtttccc 


2340 


agccagcctc 


aggcagctca 


gacagtgctt 


tgtcacgcag 


cgcaggaagc 


aaaagcagaa 


2400 


acagaccatg 


catcagatgg 


ctgccatgtc 


tgcccaggaa 


tactacgttg 


attacaaacc 


2460 


gaaccacatt 


gagggagccc 


tggtgatcat 


caacgagtat 


ggctcgtgta 


cctgccacca 


2520 


gcagcccgcg 


a gggaatgcg 


aggtgtgatt 


gtcccagtgg 


ctctcaaccc 


atgcgctacc 


2580 


aaatacgcct 


gggcagccgg 


gacgggccgg 


cgggcaccag 


gctggggtct 


ccttgtctgt 


2640 


gctctgatat 


gctccttgac 


tgaaacttta 


aggggatctc 


tcccagagac 


ttgacatttt 


2700 


agctttattg 


tgtcttaaaa 


acaaaagcga 


attaaaacac 


aacaaaaaac 


cccaccccac 


2760 


aaccttcagg 


acagtctatc 


ttaaatttca 


tatgagaact 


ccttcctccc 


tttgaagatc 


2820 


tgtccatatt 


caggaatctg 


agagtgtaaa 


aaaggtacca 


atcattgatt 


tttttttttt 


2880 


ttgtaaacta 


aaatgtttaa 


aataaaatag 


catttacagt 


ttttacagac 


tggtgtaacc 


2940 


taaatgaatt 


gttacctgtg 


ttacaagaaa 


agcaacagtt 


aaaatttcct 


tggtgggtgg 


3000 


ggagggagtt 


gtccaggggc 


c 
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<400> 29 
gttgaaataa 


gtaggaactc 


ctgaaactca 


aaaaggcttt 


tcttaattct 


atgggactgt 


60 


ggtgatttga 


agatcaagga 


agaaaaagtg 


aaacctaagc 


agcaaacatg 


caacactgaa 


120 


gaaaataatg 


ctcgaaatgt 


taatgcattt 


tccttaaatc 


aactgtccca 


ttcctacact 


180 


agaggaaatg 


cccctgttgt 


tggtaaaccg 


acggtgattt 


attttaatag 


cttcacaatg 


240 


tgcatctgtc 


ttttttttaa 


tatcgtaggt 


ttccatttaa 


ttacgcagct 


gaaaggcatg 


300 


agtgtggtgc 


tggtgctact 


tcctacactg 


ctgcttgtta 


tgctcacggg 


tgctcagaga 


360 


gcttgcccaa 


agaactgcag 


atgtgatggc 


aaaattgtgt 


actgtgagtc 


tcatgctttc 


420 


gcagatatcc 


ctgagaacat 


ttctggaggg 


tcacaaggct 


tatcattaag 


gttcaacagc 


480 


attcagaagc 


tcaaatccaa 


tcagtttgcc 


ggccttaacc 


agcttatatg 


gctttatctt 


540 


gaccataatt 


acattagctc 


agtggatgaa 


gatgcatttc 


aagggatccg 


tagactgaaa 


600 


gaattaattc 


taagctccaa 


caaaattact 


tatctgcaca 


ataaaacatt 


tcacccagtt 


660 


cccaatctcc 


gcaatctgga 


cctctcctac 


aataagcttc 


agacattgca 


atctgaacaa 


720 


tttaaaggcc 


ttcggaaact 


catcattttg 


cacttgagat 


ctaactcact 


aaagactgtg 


780 
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cccataagag 


tttttcaaga 


ctgtcggaat 


cttgattttt 


tggatttggg 


ttacaatcgt 


840 


cttcgaagct 


tgtcccgaaa 


tgcatttgct 


ggcctcttga 


agttaaagga 


gctccacctg 


900 


gagcacaacc 


agttttccaa 


gatcaacttt 


gctcattttc 


cacgtctctt 


caacctccgc 


960 


tcaatttact 


tacaatggaa 


caggattcgc 


tccattagcc 


aaggtttgac 


atggacttgg 


1020 


agttccttac 


acaacttgga 


tttatcaggg 


aatgacatcc 


aaggaattga 


gccgggcaca 


1080 


tttaaatgcc 


tccccaattt 


acaaaaattg 


aatttggatt 


ccaacaagct 


caccaatatc 


1140 


tcacaggaaa 


ctgtcaatgc 


gtggatatca 


ttaatatcca 


tcacattgtc 


tggaaatatg 


1200 


tgggaatgca 


gtcggagcat 


ttgtccttta 


ttttattggc 


ttaagaattt 


caaaggaaat 


1260 


aaggaaagca 


ccatgatatg 


tgcgggacct 


aagcacatcc 


agggtgaaaa 


ggttagtgat 


1320 


gcagtggaaa 


catataatat 


ctgttctgaa 


gtccaggtgg 


tcaacacaga 


aagatcacac 


1380 


ctggtgcccc 


aaactcccca 


gaaacctctg 


attatcccta 


gacctaccat 


cttcaaacct 


1440 


gacgtcaccc 


aatccacctt 


tgaaacacca 


agcccttccc 


cagggtttca 


gattcctggc 


1500 


gcagagcaag 


agtatgagca 


tgtttcattt 


cacaaaatta 


ttgccgggag 


tgtggctctc 


1560 


tttctctcag 


tggccatgat 


cctcttggtg 


atctatgtgt 


cttggaaacg 


ctacccagcc 


1620 


agcatgaaac 


aactccagca 


acactctctt 


atgaagaggc 


ggcggaaaaa 


ggccagagag 


1680 


tctgaaagac 


aaatgaattc 


ccctttacag 


gagtattatg 


tggactacaa 


gcctacaaac 


1740 


tctgagacca 


tggatatatc 


ggttaatgga 


tctgggccct 


gcacatatac 


catctctggc 


1800 


tccagggaat 


gtgaggtatg 


aaccatgatc 


ctcctaaaag 


catttctact 


gcggggaagg 


1860 


agaggtaaat 


gtttgaagcc 


ctagaggtgt 


ctctaatcac 


tagaaagatt 


aatgaccctt 


1920 


ttgcttttgg 


gttttgctca 


gtgtgaaagg 


ttacttaatt 


aaattacaac 


caccaggaaa 


1980 


ttgactgctt 


tttttttttt 


tttaaatggt 


tgaaacttga 


aggaagttca 


ttcaaggata 


2040 


agttggaata 


aagcactatg 


ttaaaacatc 


tgctttttaa 


caatttgtat 


acaggggttg 


2100 


gacttaaaaa 


cacacataca 


aacaaaactc 


ttttcattct 


gaaatttctg 


tctggttctt 


2160 


ggtgtttgac 


tgttgtaatg 


gagtaaagaa 


gagggccagc 


ttaatttaaa 


aataaagtga 


2220 


gtttaccaaa 


attccagaag 


gtaatgaaga 


tttaaaccaa 


agagcaattt 


tcccaagggt 


2280 


tgattttgtt 


gtaaattttt 


agttttaatg 


aaagcatgca 


acagggatct 


cacacccatg 


2340 


ttacttgcca 


tttagttatt 


ataccagcat 


agagaatgtc 


agaggcctac 


tgtgtaattg 


2400 


tatcaggctc 


ctaaggcttc 


tttctttttt 


tttttttgtt 


tccttctttc 


ctactttctt 


2460 


tcactccttc 


ctttccttcc 


tttctcttcc 


ttcttttttt 


gtttgtttgt 


ttgtttttta 


2520 


attactggga 


tatagatccg 


atttcaaagg 


tttttatgca 


ctggctattt 


gtgtttaatc 


2580 
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agaatgaaac 


ttcaattcca 


tgctttggct 


ttgtccctgg 


taactaaaat 


caggtcacaa 


2640 


ttttgtggat 


gatttagcaa 


taataaaatg 


gcagtcataa 


cagggactgt 


ttgtcagtat 


2700 


tgctgtcatc 


cccaaaagaa 


atgatatgta 


ttcttgttaa 


acttattaaa 


aaataagtga 


2760 


tacaaatatt 


tataaataaa 


aggagagagg 


tttgagttct 


gggtatcctc 


cctttctgta 


2820 


acagcctcaa 


ataaaggtgt 


accttccatg 


ttatattatt 


tttgttttta 


taagaataaa 


2880 


tttggacccg 


gtttctgatt 


atttaattta 


aaagatcact 


tacaggatca 


tgttagtgag 


2940 


cagacaaata 


gtcacaaatt 


tcaaacttgt 


caataagtaa 


tgctggatgt 


aaattgttct 


3000 


tttcttggta 


atgttgatca 


ttatgtgcaa 


agactgacta 


ctaaggcctt 


gttgctggaa 


3060 


gaaactagtg 


aagagaggtt 


aaattctggc 


aatataatgt 


tttagtatct 


gattttagat 


3120 


gatcactctt 


tcaaaagaca 


gttttaatga 


gtaattaaag 


atgttgccct 


ttctaatgct 


3180 


agttaacagt 


tggaaaatat 


aattgctctt 


tgatagcata 


tactccaatt 


tttccatagt 


3240 


cctaactaca 


aatgctaatg 


aaaatgtttt 


cagacaaagc 


actgaatttg 


aaataatctc 


3300 


taactcagta 


caatttggac 


tattgaactg 


ttcttcaaag 


aattcatttt 


cttctttttt 


3360 


gtgtatcatt 


gaaaataaga 


gaagtaatcc 


cagataataa 


attcctaaaa 


ggaaactgta 


3420 


taagcaattg 


cccttaaaaa 


ttaaaaagaa 


taaaagattt 


tctataaaag 


tctaacaagg 


3480 


cttgatgttt 


ttattgcagg 


cccacaatta 


tacaatatac 


ttgagtatta 


gtaacacaag 


3540 


ttcatcctat 


tttattctgg 


gttctcctta 


tattttgtga 


tcctcttaaa 


ggctggtata 


3600 


taaaaagaaa 


agaaaattct 


agacgcatta 


attcattttc 


tcttgacttt 


tggagtagaa 


3660 


tgctaacttt 


tatgtttaag 


aatcaccaag 


aagaaagaaa 


cattcttaaa 


gaaccaggat 


3720 


ttg 
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<210> 30 

<211> 3498 

<212> DNA 

<213> Homo sapiens 












<400> 30 
aacagtccga 


gcagctttca 


gaatgacagt 


ctgcagaagt 


gagctgagcg 


tgtgcgcggt 


60 


acggggctct 


cctgccttct 


gggctccaac 


gcagctctgt 


ggctgaactg 


ggtgctcatc 


120 


acgggaactg 


ctggggtatg 


gaatacagat 


gtggcagctc 


aggtagcccc 


aaattgcctg 


180 


gaagaataca 


tcatgttttt 


cgataagaag 


aaattgtagg 


atccagtttt 


ttttttaccg 


240 


ccccctcccc 


accccccaaa 


aaactgtaaa 


gatgcaaaaa 


cgtaatatcc 


atgaagatcc 


300 


tattacctag gaagattttg 


atgttttgct 


gcgaatgcgg 


tgttgggatt 


tatttgttct 


360 


tggagtgttc 


tgcgtggctg 


gcaaagaata 


atgttccaaa 


atcggtccat 


ctcccaaggg 


420 
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gtccaatttt tcttcctggg tgtcagcgag ccctgactca ctacagtgca gctgacaggg 
gctgtcatgc aactggcccc taagccaaag caaaagacct aaggacgacc tttgaacaat 
acaaaggatg ggtttcaatg taattaggct actgagcgga tcagctgtag cactggttat 
agcccccact gtcttactga caatgctttc ttctgccgaa cgaggatgcc ctaagggctg 
taggtgtgaa ggcaaaatgg tatattgtga atctcagaaa ttacaggaga taccctcaag 
tatatctgct ggttgcttag gtttgtccct tcgctataac agccttcaaa aacttaagta 
taatcaattt aaagggctca accagctcac ctggctatac cttgaccata accatatcag 
caatattgac gaaaatgctt ttaatggaat acgcagactc aaagagctga ttcttagttc 
caatagaatc tcctattttc ttaacaatac cttcagacct gtgacaaatt tacggaactt 
ggatctgtcc tataatcagc tgcattctct gggatctgaa cagtttcggg gcttgcggaa 
gctgctgagt ttacatttac ggtctaactc cctgagaacc atccctgtgc gaatattcca 
agactgccgc aacctggaac ttttggacct gggatataac cggatccgaa gtttagccag 
gaatgtcttt gctggcatga tcagactcaa agaacttcac ctggagcaca atcaattttc 
caagctcaac ctggcccttt ttccaaggtt ggtcagcctt cagaaccttt acttgcagtg 
gaataaaatc agtgtcatag gacagaccat gtcctggacc tggagctcct tacaaaggct 
tgatttatca ggcaatgaga tcgaagcttt cagtggaccc agtgttttcc agtgtgtccc 
gaatctgcag cgcctcaacc tggattccaa caagctcaca tttattggtc aagagatttt 
ggattcttgg atatccctca atgacatcag tcttgctggg aatatatggg aatgcagcag 
aaatatttgc tcccttgtaa actggctgaa aagttttaaa ggtctaaggg agaatacaat 
tatctgtgcc agtcccaaag agctgcaagg agtaaatgtg atcgatgcag tgaagaacta 
cagcatctgt ggcaaaagta ctacagagag gtttgatctg gccagggctc tcccaaagcc 
gacgtttaag cccaagctcc ccaggccgaa gcatgagagc aaaccccctt tgcccccgac 
ggtgggagcc acagagcccg gcccagagac cgatgctgac gccgagcaca tctctttcca 
taaaatcatc gcgggcagcg tggcgctttt cctgtccgtg ctcgtcatcc tgctggttat 
ctacgtgtca tggaagcggt accctgcgag catgaagcag ctgcagcagc gctccctcat 
gcgaaggcac aggaaaaaga aaagacagtc cctaaagcaa atgactccca gcacccagga 
attttatgta gattataaac ccaccaacac ggagaccagc gagatgctgc tgaatgggac 
gggaccctgc acctataaca aatcgggctc cagggagtgt gagatacctt tatcaatgaa 
tgtgtcaacc tttctggcat acgaccagcc cacaataagt tactgtgggg tgcatcatga 
acttctctcc cataagtcct ttgaaacgaa tgcacaggaa gatacgatgg aaacacacct 
agagactgag ctggacctga gcacaatcac aacagctggc cgaatcagtg accataaaca 



480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
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gcagctagct 


taactgagat 


cattggtagc 


caggggttgc 


taccaaactt 


tgtaacctca 


2340 


aggacaaaac 


atcactggaa 


acaaaggctg 


taaccacagc 


aacagacttt 


gtgatacagt 


2400 


taaaaggtgc 


agctgccagt 


gacaaataaa 


aacttttgtt 


acatctcatt 


attttcaggc 


2460 


caaggtggga 


gtatagtgca 


taataattgt 


acagtagcaa 


tttttatcct 


aattaaccca 


2520 


tagcggttta 


cctaaaagta 


accatcagtc 


agtgcaaaat 


gtgcctggtt 


cttaagacaa 


2580 


ctttttattt 


agaactgtga 


gaccggtatt 


ttggaaacat 


ttcaaaggaa 


acatatgaat 


2640 


ttgttttgcg 


ttgtgcacta 


catcatttct 


ctcctgagga 


agaattttaa 


acatgtacag 


2700 


ctcattcaat 


atagatatga 


gccatggtgg 


agaactttat 


cactcaagta 


gacggtaaac 


2760 


atccttaata 


tgttctaaat 


tgtttatatt 


gctatccata 


atgggattca 


cctccaaatt 


2820 


atcaaagaaa 


taactcagag 


taatttgaca 


ccagcccaga 


tcatatattg 


attatacaat 


2880 


tgtattataa 


agttcattca 


aatcaaatta 


agaaaacctg 


agtctttaga 


agctgaaata 


2940 


atcaacttgt 


ttgtgctgtt 


tgcttgacat 


aggttattgt 


ttgaaaatat 


tgttacttta 


3000 


tcaatagtaa 


tcatgcattc 


ttgtgttttt 


ttttaatgga 


aaactgcaag 


tttcaattac 


3060 


tgttgcacta 


gaagtgcttt 


ttatgttgtc 


attttatatt 


catgccatca 


aaagtagatt 


3120 


gacaatacat 


caatctaaca 


ggggccaatc 


aaaacaatga 


agaaaagaat 


aactgaaaac 


3180 


aatgtcaaac 


ttttaaattt 


ttatctcttc 


caaagaagtt 


atatctataa 


aatctagttt 


3240 


tatgcaggtt 


tgtcacagca 


aatgtaaaag 


cggattcaag 


aagaatgaac 


ttaaaaactg 


3300 


tggagcaaat 


ttttgttgaa 


aatatataaa 


gtcagaaaga 


aaaaagatgt 


aaatgttgga 


3360 


agaagcaaat 


tctattacta 


attcaaatga 


aactaaatgt 


caaacacagt 


acttgtgtca 


3420 


actatttagc 


atcccagatt 


ttgtaacata 


ttttgcataa 


attatttgct 


cttcaaaaat 


3480 


ttttgtcatt 


ttaaatct 










3498 



<210> 31 

<211> 516 

<212> PRT 

<213> Homo sapiens 

<400> 31 

Met Gly Leu His Phe Lys Trp Pro Leu Gly Ala Pro Met Leu Ala Ala 
15 10 15 



lie Tyr Ala Met Ser Met Val Leu Lys Met Leu Pro Ala Leu Gly Met 
20 25 30 



Ala Cys Pro Pro Lys Cys Arg Cys Glu Lys Leu Leu Phe Tyr Cys Asp 
35 40 45 
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Ser Gin Gly Phe His Ser Val Pro Asn Ala Thr Asp Lys Gly Ser Leu 
50 55 60 



Gly Leu Ser Leu Arg His Asn His lie Thr Glu Leu Glu Arg Asp Gin 
65 70 75 80 



Phe Ala Ser Phe Ser Gin Leu Thr Trp Leu His Leu Asp His Asn Gin 
85 90 95 



lie Ser Thr Val Lys Glu Asp Ala Phe Gin Gly Leu Tyr Lys Leu Lys 
100 105 110 



Glu Leu lie Leu Ser Ser Asn Lys lie Phe Tyr Leu Pro Asn Thr Thr 
115 120 125 



Phe Thr Gin Leu lie Asn Leu Gin Asn Leu Asp Leu Ser Phe Asn Gin 
130 135 140 



Leu Ser Ser Leu His Pro Glu Leu Phe Tyr Gly Leu Arg Lys Leu Gin 
145 150 155 ' 160 



Thr Leu His Leu Arg Ser Asn Ser Leu Arg Thr lie Pro Val Arg Leu 
165 170 175 



Phe Trp Asp Cys Arg Ser Leu Glu Phe Leu Asp Leu Ser Thr Asn Arg 
180 185 190 



Leu Arg Ser Leu Ala Arg Asn Gly Phe Ala Gly Leu lie Lys Leu Arg 
195 200 205 



Glu Leu His Leu Glu His Asn Gin Leu Thr Lys lie Asn Phe Ala His 
210 215 220 



Phe Leu Arg Leu Ser Ser Leu His Thr Leu Phe Leu Gin Trp Asn Lys 
225 230 235 240 



lie Ser Asn Leu Thr Cys Gly Met Glu Trp Thr Trp Gly Thr Leu Glu 
245 250 255 



Lys Leu Asp Leu Thr Gly Asn Glu lie Lys Ala lie Asp Leu Thr Val 
260 265 270 



Phe Glu Thr Met Pro Asn Leu Lys lie Leu Leu Met Asp Asn Asn Lys 
275 280 285 
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Leu As » ser Leu MP ser Lys He Leu As„ Ser Leu Arg Ser Leu Thr 
290 295 

Thr val Gly Leu Ser Gly Asn Leu Trp Glu Cys Ser Ala Arg He Cys 
305 310 315 

Ala Leu Ala Ser Trp Leu Gly Ser Phe Gin Gly Arg Trp Glu His Ser 
325 33U 

ne Leu cys His Ser Pre Asp His Thr Gin Gly Glu Asp II. Leu Asp 
340 345 

Ala val His Gly Phe Gin Leu Cys Trp Asn Leu Ser Thr Thr Val Thr 
355 360 

val Met Ala Thr Thr Tyr Arg Asp Pro Thr Thr Glu Tyr Thr Lys Arg 
370 375 

II. Ser Ser Ser Ser Tyr His Val Gly Asp Lys Glu He Pro Thr Thr 
385 390 3 

Ala Gly He Ala Val Thr Thr Glu Glu His Phe Pro Glu Pro Asp Asn 
405 410 

w^i tip Thr Glv Thr Met Ala Leu Leu Phe 
Ala He Phe Thr Gin Arg Val He Thr Gly inr ^ 

420 425 



S er Phe Phe Phe He lie Phe He Val Phe He Ser Arg Lys Cys Cys 
435 440 

Pro Pro Thr Leu Arg Arg He Arg Gin Cys Ser Met Val Gin Asn His 
450 4 " 

Arg Gin Leu Arg Ser Gin Thr Arg Leu His Met Ser Asn Met Ser Asp 
465 470 * 

Cln Gly Pro Tyr Asn Glu Tyr Glu Pro Thr His Glu Gly Pro Phe He 
485 4yU 

He He Asn Gly Tyr Gly Gin Cys Lys Cys Gin Gin Leu Pro Tyr Lys 



500 505 



Glu Cys Glu Val 
515 
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<210> 32 

<211> 522 

<212> PRT 

<213> Homo sapiens 

<400> 32 

Met Asp Phe Leu Leu Leu Gly Leu Cys Leu Tyr Trp Leu Leu Arg Arg 
15 10 15 



Pro Ser Gly Val Val Leu Cys Leu Leu Gly Ala Cys Phe Gin Met Leu 
20 25 30 



Pro Ala Ala Pro Ser Gly Cys Pro Gin Leu Cys Arg Cys Glu Gly Arg 
35 40 45 



Leu Leu Tyr Cys Glu Ala Leu Asn Leu Thr Glu Ala Pro His Asn Leu 
50 55 60 



Ser Gly Leu Leu Gly Leu Ser Leu Arg Tyr Asn Ser Leu Ser Glu Leu 
65 70 75 80 



Arg Ala Gly Gin Phe Thr Gly Leu Met Gin Leu Thr Trp Leu Tyr Leu 
85 90 95 



Asp His Asn His lie Cys Ser Val Gin Gly Asp Ala Phe Gin Lys Leu 
100 105 110 



Arg Arg Val Lys Glu Leu Thr Leu Ser Ser Asn Gin lie Thr Gin Leu 
115 120 125 



Pro Asn Thr Thr Phe Arg Pro Met Pro Asn Leu Arg Ser Val Asp Leu 
130 135 140 



Ser Tyr Asn Lys Leu Gin Ala Leu Ala Pro Asp Leu Phe His Gly Leu 
145 150 155 160 



Arg Lys Leu Thr Thr Leu His Met Arg Ala Asn Ala lie Gin Phe Val 
165 170 175 



Pro Val Arg lie Phe Gin Asp Cys Arg Ser Leu Lys Phe Leu Asp lie 
180 185 190 



Gly Tyr Asn Gin Leu Lys Ser Leu Ala Arg Asn Ser Phe Ala Gly Leu 
195 200 205 



Phe Lys Leu Thr Glu Leu His Leu Glu His Asn Asp Leu Val Lys Val 
210 215 220 
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Asn Phe Ala His Phe Pro Arg Leu lie Ser Leu His Ser Leu Cys Leu 
225 230 235 240 



Arg Arg Asn Lys Val Ala lie Val Val Ser Ser Leu Asp Trp Val Trp 
245 250 255 



Asn Leu Glu Lys Met Asp Leu Ser Gly Asn Glu lie Glu Tyr Met Glu 
260 265 270 



Pro His Val Phe Glu Thr Val Pro His Leu Gin Ser Leu Gin Leu Asp 
275 280 285 



Ser Asn Arg Leu Thr Tyr lie Glu Pro Arg lie Leu Asn Ser Trp Lys 
290 295 300 



Ser Leu Thr Ser lie Thr Leu Ala Gly Asn Leu Trp Asp Cys Gly Arg 
305 310 315 320 



Asn Val Cys Ala Leu Ala Ser Trp Leu Asn Asn Phe Gin Gly Arg Tyr 
325 330 335 



Asp Gly Asn Leu Gin Cys Ala Ser Pro Glu Tyr Ala Gin Gly Glu Asp 
340 345 350 



Val Leu Asp Ala Val Tyr Ala Phe His Leu Cys Glu Asp Gly Ala Glu 
355 360 365 



Pro Thr Ser Gly His Leu Leu Ser Ala Val Thr Asn Arg Ser Asp Leu 
370 375 380 



Gly Pro Pro Ala Ser Ser Ala Thr Thr Leu Ala Asp Gly Gly Glu Gly 
385 390 395 400 



Gin His Asp Gly Thr Phe Glu Pro Ala Thr Val Ala Leu Pro Gly Gly 
405 410 415 



Glu His Ala Glu Asn Ala Val Gin lie His Lys Val Val Thr Gly Thr 
420 425 430 



Met Ala Leu lie Phe Ser Phe Leu lie Val Val Leu Val Leu Tyr Val 
435 440 445 



Ser Trp Lys Cys Phe Pro Ala Ser Leu Arg Gin Leu Arg Gin Cys Phe 
450 455 460 
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Val Thr Gin Arg Arg Lys Gin Lys Gin Lys Gin Thr Met His Gin Met 
465 470 475 480 



Ala Ala Met Ser Ala Gin Glu Tyr Tyr Val Asp Tyr Lys Pro Asn His 
485 490 495 



lie Glu Gly Ala Leu Val lie lie Asn Glu Tyr Gly Ser Cys Thr Cys 
500 505 510 



His Gin Gin Pro Ala Arg Glu Cys Glu Val 

520 





515 


<210> 


33 


<211> 


507 


<212> 


PRT 


<213> 


Homo 


<400> 
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Met Ser Val Val Leu Val Leu Leu Pro Thr Leu Leu Leu Val Met Leu 
15 10 15 



Thr Gly Ala Gin Arg Ala Cys Pro Lys Asn Cys Arg Cys Asp Gly Lys 
20 25 30 



lie Val Tyr Cys Glu Ser His Ala Phe Ala Asp lie Pro Glu Asn lie 
35 40 45 



Ser Gly Gly Ser Gin Gly Leu Ser Leu Arg Phe Asn Ser lie Gin Lys 
50 55 60 



Leu Lys Ser Asn Gin Phe Ala Gly Leu Asn Gin Leu lie Trp Leu Tyr 
65 70 75 80 



Leu Asp His Asn Tyr lie Ser Ser Val Asp Glu Asp Ala Phe Gin Gly 
85 90 95 



lie Arg Arg Leu Lys Glu Leu lie Leu Ser Ser Asn Lys lie Thr Tyr 
100 105 110 



Leu His Asn Lys Thr Phe His Pro Val Pro Asn Leu Arg Asn Leu Asp 
115 120 125 



Leu Ser Tyr Asn Lys Leu Gin Thr Leu Gin Ser Glu Gin Phe Lys Gly 
13 0 13 5 14 0 



Leu Arg Lys Leu lie lie Leu His Leu Arg Ser Asn Ser Leu Lys Thr 



39 



145 150 



155 160 



Val Pro lie Arg Val Phe Gin Asp Cys Arg Asn Leu Asp Phe Leu Asp 
165 170 175 

Leu Gly Tyr Asn Arg Leu Arg Ser Leu Ser Arg Asn Ala Phe Ala Gly 
180 ~ 185 190 

Leu Leu Lys Leu Lys Glu Leu His Leu Glu His Asn Gin Phe Ser Lys 
195 200 205 

He Asn Phe Ala His Phe Pro Arg Leu Phe Asn Leu Arg Ser He Tyr 
210 215 220 

Leu Gin Trp Asn Arg He Arg Ser He Ser Gin Gly Leu Thr Trp Thr 
225 230 235 240 

Trp Ser Ser Leu His Asn Leu Asp Leu Ser Gly Asn Asp He Gin Gly 
245 250 255 



He Glu Pro Gly Thr Phe Lys Cys Leu Pro Asn Leu Gin Lys Leu Asn 
260 265 270 

Leu Asp Ser Asn Lys Leu Thr Asn He Ser Gin Glu Thr Val Asn Ala 
275 280 285 

Trp He Ser Leu He Ser He Thr Leu Ser Gly Asn Met Trp Glu Cys 
290 295 300 

Ser Arg Ser He Cys Pro Leu Phe Tyr Trp Leu Lys Asn Phe Lys Gly 
305 310 315 320 

Asn Lys Glu Ser Thr Met He Cys Ala Gly Pro Lys His He Gin Gly 
325 330 335 

Glu Lys Val Ser Asp Ala Val Glu Thr Tyr Asn He Cys Ser Glu Val 
340 345 350 

Gin Val Val Asn Thr Glu Arg Ser His Leu Val Pro Gin Thr Pro Gin 
355 360 365 

Lys Pro Leu He He Pro Arg Pro Thr He Phe Lys Pro Asp Val Thr 
370 375 380 

Gin Ser Thr Phe Glu Thr Pro Ser Pro Ser Pro Gly. Phe Gin He Pro 
385 390 395 400 
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Gly Ala Glu Gin Glu Tyr Glu His Val Ser Phe His Lys lie lie Ala 
405 410 415 



Gly Ser Val Ala Leu Phe Leu Ser Val Ala Met lie Leu Leu Val lie 
420 425 430 



Tyr Val Ser Trp Lys Arg Tyr Pro Ala Ser Met Lys Gin Leu Gin Gin 
435 440 445 



His Ser Leu Met Lys Arg Arg Arg Lys Lys Ala Arg Glu Ser Glu Arg 
450 455 460 



Gin Met Asn Ser Pro Leu Gin Glu Tyr Tyr Val Asp Tyr Lys Pro Thr 
465 470 475 480 



Asn Ser Glu Thr Met Asp lie Ser Val Asn Gly Ser Gly Pro Cys Thr 
485 490 495 



Tyr Thr lie Ser Gly Ser Arg Glu Cys Glu Val 
500 505 



<210> 


34 


<211> 


581 


<212> 


PRT 


<213> 


Homo 


<400> 
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Met Gly Phe Asn Val lie Arg Leu Leu Ser Gly Ser Ala Val Ala Leu 
15 10 15 



Val lie Ala Pro Thr Val Leu Leu Thr Met Leu Ser Ser Ala Glu Arg 
20 25 30 



Gly Cys Pro Lys Gly Cys Arg Cys Glu Gly Lys Met Val Tyr Cys Glu 
35 40 45 



Ser Gin Lys Leu Gin Glu lie Pro Ser Ser lie Ser Ala Gly Cys Leu 
50 55 60 



Gly Leu Ser Leu Arg Tyr Asn Ser Leu Gin Lys Leu Lys Tyr Asn Gin 
65 70 75 80 



Phe Lys Gly Leu Asn Gin Leu Thr Trp Leu Tyr Leu Asp His Asn His 
85 90 95 
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Glu Asn Ala Phe Asn Gly He Arg Arg Leu Lys 



lie Ser Asn He Asp Glu Asn Aid ™= - iiq 

100 105 



7v ti 0 5 9r Tvr Phe Leu Asn Asn Thr 
Glu Leu He Leu Ser Ser Asn Arg He Ser Tyr Pne ^ 

115 120 

Phe Arg Pro Val Thr Asn Leu Arg Asn Leu Asp Leu Ser Tyr Asn Gin 
130 135 

L eu His Ser Leu Gly Ser Glu Gin Phe Arg Gly Leu Arg Lys Leu Leu 
145 • I 50 155 



Ser Leu His Leu Arg Ser Asn Ser Leu Arg Thr He Pro Val Arg He 
165 170 

Phe Gin Asp cys Arg Asn Leu Glu Leu Leu Asp Leu Gly Tyr Asn Arg 
180 185 

lie Arg Ser Leu Ala Arg Asn Val Phe Ala Gly Met lie Arg Leu Lys 
195 200 

Glu Leu His Leu Glu His Asn Gin Phe Ser Lys Leu Asn Leu Ala Leu 
210 215 

Phe Pro Arg Leu Val Ser Leu Gin Asn Leu Tyr Leu Gin Trp Asn Lys 
225 230 235 

U. Ser Val He Gly Gin Thr Met Ser Trp Thr Trp Ser Ser Leu Gin 
245 2bU 

T ,cn t«i Ser Glv Asn Glu He Glu Ala Phe Ser Gly Pro Ser 
Arg Leu Asp Leu Ser uiy ash ^ u 270 

260 2bb 

Val Phe Gin Cys Val Pro Asn Leu Gin Arg Leu Asn Leu Asp Ser Asn 
275 280 

Lys Leu Thr Phe He Gly Gin Glu He Leu Asp Ser Trp He Ser Leu 
290 295 

Asn Asp He Ser Leu Ala Gly Asn He Trp Glu Cys Ser Arg Asn He 
305 310 315 

Cys Ser Leu Val Asn Trp Leu Lys Ser Phe Lys Gly Leu Arg Glu Asn 
325 330 

lie He Cys Ala Ser Pro Lys Glu Leu Gin Gly Val Asn Val He 



Thr 
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340 345 350 

Asp Ala Val Lys Asn Tyr Ser lie Cys Gly Lys Ser Thr Thr Glu Arg 
355 360 365 



Phe Asp Leu Ala Arg Ala Leu Pro Lys Pro Thr Phe Lys Pro Lys Leu 
370 375 380 

Pro Arg Pro Lys His Glu Ser Lys Pro Pro Leu Pro Pro Thr Val Gly 
385 390 395 400 

Ala Thr Glu Pro Gly Pro Glu Thr Asp Ala Asp Ala Glu His lie Ser 
405 410 415 



Phe His Lys He He Ala Gly Ser Val Ala Leu Phe Leu Ser Val Leu 
420 425 430 

Val He Leu Leu Val He Tyr Val Ser Trp Lys Arg Tyr Pro Ala Ser 
435 440 445 



Met Lys Gin Leu Gin Gin Arg Ser Leu Met Arg Arg His Arg Lys Lys 
450 455 460 

Lys Arg Gin Ser Leu Lys Gin Met Thr Pro Ser Thr Gin Glu Phe Tyr 
465 470 475 480 

Val Asp Tyr Lys Pro Thr Asn Thr Glu Thr Ser Glu Met Leu Leu Asn 
485 490 495 



Gly Thr Gly Pro Cys Thr Tyr Asn Lys Ser Gly Ser Arg Glu Cys Glu 
500 505 510 



He Pro Leu Ser Met Asn Val Ser Thr Phe Leu Ala Tyr Asp Gin Pro 
515 520 525 

Thr He Ser Tyr Cys Gly Val His His Glu Leu Leu Ser His Lys Ser 
530 ~ 535 540 

Phe Glu Thr Asn Ala Gin Glu Asp Thr Met Glu Thr His Leu Glu Thr 
545 550 555 560 

Glu Leu Asp Leu Ser Thr He Thr Thr Ala Gly Arg He Ser Asp His 
565 570 575 



Lys Gin Gin Leu Ala 
580 
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<210> 35 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> PCR primer for amplifying Anat-2 
<400> 35 

cagggggacg cctttcagaa ac 22 

<210> 36 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> PCR primer for amplifying Anat-2. 
<400> 36 

gcgagctgac cacaatggcc acc 2 3 

<210> 37 

<211> 468 

<212> DNA 

<213> Homo sapiens 

<400> 37 

tttttttcta gaaaaaacac agcttctgta atcttttctc tttctctttc ctggaaatta 60 

gaacaaattt tttgaaggaa gaaatattgt caacattata accttgagtg aagcattatt 120 

actttagtaa atatctcgct aagatactga acatcaaaat taaaaatcaa acaacttcta 180 

aatgtattta tttgcatttt tatgctgtgt acttttgaat atagtgattt tattattttt 240 

agtaaaattt catgaactgc tgtgtacttt ggtttcacac actcaacacc ataccaataa 300 

tgaaattatt agtaatttca agttactaat tgattggctg tcatgtgcta taaatgataa 360 

tgccatctgt gaaccagcaa ggcatagaca gaattgtttg gaaaaaagcc tgattagtac 420 

cagttgcatt aattctaact cccctaattt aggacctttt ttttctta 468 

<210> 38 

<211> 468 

<212> DNA 

<213> Homo sapiens 

<400> 38 

tttttttcta gaaaaaacac agcttctgta atcttttctc tttctctttc ctggaaatta 60 
gaacaaattt tttgaaggaa gaaatattgt caacattata accttgagtg aagcattatt 12 0 



actttagtaa atatctcgct aagatactga acatcaaaat taaaaatcaa acaacttcta 180 
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aatgtattta 


tttgcatttt 


tatgctgtgt 


acttttgaat 


atagtgattt 


tattattttt 


240 


agtaaaattt 


catgaactgc 


tgtgtacttt 


ggtttcacac 


actcaacacc 


ataccaataa 


300 


tgaaattatt 


agtaatttca 


agttactaat 


tgattggctg 


tcatgtgcta 


taaatgataa 


360 


tgccatctgt 


gaaccagcaa 


ggcatagaca 


gaattgtttg 


gaaaaaagcc 


tgattagtac 


420 


cagttgcatt 


aattctaact 


cccctaattt 


aggacctttt 


ttttctta 




468 


<210> 39 

<211> 6008 

<212> DNA 

<213> Homo sapiens 












<400> 39 
ggtgcatgcg 


ctcgcatcat 


ggcggctgag 


tgggcttctc 


gtttctggct 


ttgggctacg 


60 


ctgctgattc 


ctgcggccgc 


ggtctacgaa 


gaceaagtgg 


gcaagtttga 


ttggagacag 


120 


caatatgttg 


ggaaggtcaa 


gtttgcctcc 


ttggaatttt 


cccctggatc 


caagaagttg 


180 


gttgtagcca 


cagagaagaa 


tgtgattgca 


gcattaaatt 


cccgaactgg 


ggagatcttg 


240 


tggcgccatg 


ttgacaaggg 


cacggcagaa 


ggggctgtgg 


atgccatgct 


gctgcacgga 


300 


caggatgtga 


tcactgtgtc 


caatggaggc 


cgaatcatgc 


gttcctggga 


gactaacatc 


360 


gggggcctga 


actgggagat 


aaccctggac 


agtggcagtt 


tccaggcact 


tgggctggtt 


420 


ggcctgcagg 


agtctgtaag 


gtacatcgca 


gtcctgaaga 


agactacact 


tgccctccat 


480 


cacctctcca 


gtgggcacct 


caagtgggtg 


gaacatctcc 


cagaaagtga 


cagcatccac 


540 


taccagatgg 


tgtattctta 


cggctctggg 


gtggtgtggg 


ccctcggagt 


tgttcccttc 


600 


agccatgtga 


acattgtcaa 


gtttaatgtg 


gaagatggag 


agattgttca 


gcaggttagg 


660 


gtttcaactc 


cgtggctgca 


gcacctgtct 


ggagcctgtg 


gtgtggtgga 


tgaggctgtc 


720 


ctggtgtgtc 


ctgacccgag 


ctcacgttcc 


ctccaaactt 


tggctctgga 


gacggaatgg 


780 


gagttgagac 


agatcccact 


gcagtctctc 


gacttagaat 


ttggaagtgg 


attccaaccc 


840 


cgggtcctgc 


ctacccagcc 


caacccagtg 


gacgcttccc 


gggcccagtt 


cttcctgcac 


900 


ttgtccccaa 


gccactatgc 


tctgctgcag 


taccattatg 


gaacgctgag 


tttgcttaaa 


960 


aacttcccac 


agactgccct 


agtgagcttt 


gccaccactg 


gggagaagac 


ggtggctgca 


1020 


gtcatggcct 


gtcggaatga 


agtgcagaaa 


agtagcagtt 


ctgaagatgg 


gtcaatgggg 


1080 


agcttttcgg 


agaagtctag 


ttcaaaggac 


tctctggctt 


gcttcaatca 


gacctacacc 


1140 


attaacctat 


acctcgtgga 


gacaggtcgg 


cggctgctgg 


acaccacgat 


aacatttagc 


1200 


ctggaacaga 


gcggcactcg 


gcctgagcgg 


ctgtatatcc 


aggtgttctt 


gaagaaggat 


1260 


gactcagtgg 


gctaccgggc 


tttggtgcag 


acagaggatc 


atctgctact 


tttcctgcag 


1320 
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cagttggcag 


ggaaggtggt 


gctgtggagc 


cgtgaggagt 


ccctggcaga 


agtggtgtgc 


1380 


ctagagatgg 


tggacctccc 


cctgactggg 


gcacaggccg 


agctggaagg 


agaatttggc . 


1440 


aaaaaggcag 


atggcttgct 


9999 a tgttc 


ctgaaacgcc 


tctcgtctca 


gcttatcctg 


1500 


ctgcaagcat 


ggacttccca 


cctctggaaa 


atgttttatg 


atgctcggaa 


gccccggagt 


1560 


cagattaaga 


atgagatcaa 


cattgacacc 


ctggccagag 


atgaattcaa 


cctccagaag 


1620 


atgatggtga 


tggtaacagc 


ctcaggcaag 


ctttttggca 


ttgagagcag 


ctctggcacc 


1680 


atcctgtgga 


aacagtatct 


acccaatgtc 


aagccagact 


cctcctttaa 


actgatggtc 


1740 


cagagaacta 


ctgctcattt 


cccccatccc 


ccacagtgca 


ccctgctggt 


gaaggacaag 


1800 


gagtcgggaa 


tgagttctct 


gtatgtcttc 


aatcccattt 


ttgggaagtg 


gagtcaggta 


1860 


gctcccccag 


tgctgaagcg 


ccccatcttg 


cagtccttgc 


ttctcccagt 


catggatcaa 


1920 


gactacgcca 


a 99tgttgct 


gttgatagat 


gatgaataca 


aggtcacagc 


ttttccagcc 


1980 


actcggaatg 


tcttgcgaca 


gctacatgag 


cttgcccctt 


ccatcttctt 


ctatttggtg 


2040 


gatgcagagc 


a 999 a cggct 


gtgtggatat 


cggcttcgaa 


aggatctcac 


cactgagctg 


2100 


agttgggagc 


tgaccattcc 


cccagaagta 


cagcggatcg 


tcaaggtgaa 


ggggaaacgc 


2160 


agcagtgagc 


acgttcattc 


ccagggccgt 


gtgatggggg 


accgcagtgt 


gctctacaag 


2220 


agcctgaacc 


ccaacctgct 


ggccgtggtg 


acagagagca 


cagacgcgca 


ccatgagcgc 


2280 


acctttattg 


gcatcttcct 


cattgatggc 


gtcactgggc 


gtatcattca 


ctcctctgtg 


2340 


cagaagaaag 


ccaaaggccc 


tgtccatatc 


gtgcattcag 


agaactgggt 


ggtgtaccag 


2400 


tactggaaca 


ccaaggctcg 


gcgcaacgag 


tttaccgtac 


tggagctcta 


tgagggcact 


2460 


gagcaataca 


acgccaccgc 


cttcagctcc 


ctggaccgcc 


cccagctgcc 


ccaggtcctc 


2520 


cagcagtcct 


atatcttccc 


gtcctccatc 


agtgccatgg 


aggccaccat 


caccgaacgg 


2580 


ggcatcacca 


gccgacacct 


gctgattgga 


ctaccttctg 


gagcaattct 


ttcccttcct 


2640 


aaggctttgc 


tggatccccg 


ccgccccgag 


atcccaacag 


aacaaagcag 


agaggagaac 


2700 


ttaatcccgt 


attctccaga 


tgtacagata 


cacgcagagc 


gattcatcaa 


ctataaccag 


2760 


acagtttctc 


gaatgcgagg 


tatctacaca 


gctccctcgg 


gtctggagtc 


cacttgtttg 


2820 


gttgtggcct 


atggtttgga 


catttaccaa 


actcgagtct 


acccatccaa 


gcagtttgac 


2880 


gttctgaagg 


atgactatga 


ctacgtgtta 


atcagcagcg 


tcctctttgg 


cctggttttt 


2940 


gccaccatga 


tcactaagag 


actggcacag 


gtgaagctcc 


tgaatcgggc 


ctggcgataa 


3000 


agaacaaaga 


ctgtgcctaa 


aagtggagag 


ccaggggagt 


gtgggtcaga 


taagcagcta 


3060 


cagctgcagt 


ttggtggatt 


ggtggagtat 


gtgtgtgtgt 


cagtgctcag 


ctaagaactg 


3120 


tagggaagat 


ggatgacctt 


cacgcagaac 


tccttttggg 


atatacatga 


tgcagaaagg 


3180 
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atcctacatg 


gagagagaca 


gaactctctc 


agctgacact 


ctcagagatt 


cctgatgggc 


3240 


tttctcttga 


agtccaaagg 


cgtctgcatt 


gtttcctttc 


tttgcccatc 


catgaatgtt 


3300 


ctgttttgtt 


ttttttaata 


agaattccgg 


ctgatttttg 


tgaggcctgt 


ttaaattgac 


3360 


tttactttgc 


cttttgtgtt 


tctcaatttt 


atctagaaat 


ctttctgact 


ttttccatct 


3420 


cttgcttcaa 


agtaagaggg 


gaactctcct 


tgccgactcc 


accttatagg 


tacatttggt 


3480 


gttttgcact 


gggaagaaat 


aggatccatc 


cttagctgag 


gcttgaggac 


tgatccagcc 


3540 


tctcatggct 


tccctccaaa 


gtaacttagg 


gttgagggat 


ctatatgtga 


tgtcaaaact 


3600 


tactttaaac 


ctctagtttc 


gtgctgtcat 


ttattaggct 


gggccaccaa 


atctttgttt 


3660 


caatttatca 


gaagccaagt 


gcatactagc 


gtcttgtttg 


ttgcccattg 


cctatacttt 


3720 


tcacctgaga 


tgtgtgagtt 


ggggcctttt 


aaaaactact 


gaattgtctg 


agccttgaag 


3780 


acatttccag 


ggagaagaga 


taatctctca 


tttcacccac 


aggctggtct 


aatcataacc 


3 84 0 


tagttaaaga 


tgtccttgtt 


taagaacccc 


attatttatt 


tttagttttt 


aatataaatt 


3 900 


aacatgtggg 


tcattatatt 


tctccttaaa 


tgaggaaatt 


ttaaatttta 


ttgatctaac 


3 960 


ctttgaagct 


ttaaaaaagg 


agaaagaggg 


taggggtggg 


aaactggcat 


actgtgtgta 


402 0 


tagcactgcc 


gattggctag 


gccactgtgt 


ctctgctaca 


aattaaagaa 


atcctaaaag 


4080 


ttttccttgg 


tcatagagtt 


ggggaatgac 


agaatttttc 


tttgttgtga 


aatgtatgta 


414 0 


cagagtagac 


catctctagc 


cctgtggtga 


aagaggtaca 


ctcgaatgtt 


tgcataaagc 


42 00 


aagtgacaaa 


tgacactgtt 


taagtcctct 


tttgtgtctt 


agaagatcat 


tttgaggcta 


4260 


ttttcacatt 


agaggggata 


aaagcagtga 


agacatggag 


taagtgtatt 


ttattttagt 


432 0 


aaggaaaggt 


cagtttaatc 


atatatgggt 


tggttaggtt 


atctaaaaat 


ttgtcatctt 


4380 


tctatggtca 


tatgctgatg 


gtagattatg 


gcagagaagg 


aagaggaaat 


gacaaccatt 


4440 


ttattaattg 


tcagtttgat 


attgagtgac 


tgaatgtcta 


agaatctcca 


gaaaaaaaca 


4500 


ggcatctatc 


atcctgaccc 


aaggcatatt 


ttaacataac 


ctgggagaag 


agagttaagt 


4560 


acaagttaaa 


aaaaattctg 


ccctagtttt 


gagaaagcct 


ggctggaatt 


ctgactgtct 


4620 


tacatacata 


tgtgcaaggt 


tagcctgcaa 


gattctagtt 


tttatttacc 


agtgtgccag 


4680 


aatctgaaac 


aagctactgg 


gagggaaggt 


atttgtcctt 


tagtaaaatt 


ccctgtattt 


4740 


cagctgtaat 


caaagttacc 


tcaaagcagg 


tgcttttttt 


ttttttgaga 


ccctggctca 


4800 


aaaacaaaaa 


caaaaactag 


tttgttttag 


tattcattaa 


ttacgtatat 


gagcactggt 


4860 


agtctagtgt 


ttgttcttgt 


atacagtgtt 


ttcttaaatg 


agatgatgct 


atttaattct 


4920 


gttacttgtt 


ttttcaacta 


atggatcttt 


taaagttttt 


tatttaaatt 


ttttgtgggt 


4980 
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acatattagg 


tacatatact 


tatggggtac 


atgagatgtt 


tttataaagg 


ctcagctaat 


5040 


gtatcttgaa 


tatcatgtat 


tcataaagat 


gactgaaata 


gtttctggaa 


caaagtctga 


5100 


tagaaaaaat 


actcaattcc 


taatttaagt 


gttagagact 


ttaatgtaag 


ctatctaatc 


5160 


tgaactagtt 


tcattatttg 


tgtgtgggta 


catgttatgt 


gctccgtaag 


gcatctttca 


5220 


atttgaaaat 


ttcataattg 


taatttcact 


gcctttataa 


attgcttttt 


ttttggaggc 


5280 


agggtctctg 


tcacccaggc 


tggagagcag 


tggcacagtc 


atagctcact 


gcagcctcga 


5340 


acacctgggc 


tgaagtgatc 


ctccctcctt 


agcctcccaa 


agtgccggga 


ttacaggcat 


5400 


gagctactgc 


acctggccca 


taaattgtca 


tacttttaaa 


gagcctatta 


cacaaagtat 


5460 


catcagaatc 


atcccaagac 


tcatttcctg 


attcctaatt 


atttaaaatt 


ttgcttttag 


5520 


gcgaggcatg 


gtggctcaag 


cctataatcc 


cagcactttg 


ggaggccaag 


gcaggcagat 


5580 


catttgaggt 


caggagttta 


agaccagcct 


ggccaacatg 


gtgaaacctg 


aaaccccatc 


5640 


tctaccaaaa 


aaataaaaaa 


atttagccag 


gtgtggtggt 


gcatgcctgt 


aatcccagcc 


5700 


tcccgagtag 


ctggggctca 


ggcgtgcgcc 


accatgcccg 


gctaattttt 


gtatatttat 


5760 


ggaaatgcca 


agagatagtt 


caatctgcct 


ctctggcaag 


ccatggacac 


caggtctgac 


5820 


aaactctctt 


actccttaag 


acaaatgctc 


acctgatcaa 


tatggggaaa 


taagctgcat 


5880 


ggtaccataa 


tttctattct 


aaaagggaaa 


agtatctctt 


tggtattgct 


ttggaaaaca 


5940 


ttctttataa 


ctatcttgct 


atttaaaaat 


tgacaattat 


ccttccataa 


ttaaaacagg 


6000 



tagacaac 6008 

<210> 40 
. <211> 999 
<212> ■ PRT 
<213> Homo sapiens 

<400> 40 

Gly Ala Cys Ala Arg lie Met Ala Ala Glu Trp Ala Ser Arg Phe Trp 
1 5 10 15 

Leu Trp Ala Thr Leu Leu lie Pro Ala Ala Ala Val Tyr Glu Asp Gin 
20 25 30 

Val Gly Lys Phe Asp Trp Arg Gin Gin Tyr Val Gly Lys Val Lys Phe 
35 40 45 

Ala Ser Leu Glu Phe Ser Pro Gly Ser Lys Lys Leu Val Val Ala Thr 
50 55 60 



Glu Lys Asn Val lie Ala Ala Leu Asn Ser Arg 



Thr Gly Glu lie Leu 
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65 70 75 80 



Trp Arg His Val Asp Lys Gly Thr Ala Glu Gly Ala Val Asp Ala Met 
85 90 95 



Leu Leu His Gly Gin Asp Val lie Thr Val Ser Asn Gly Gly Arg lie 
100 105 110 



Met Arg Ser Trp Glu Thr Asn lie Gly Gly Leu Asn Trp Glu lie Thr 
115 120 125 



Leu Asp Ser Gly Ser Phe Gin Ala Leu Gly Leu Val Gly Leu Gin Glu 
130 135 140 



Ser Val Arg Tyr lie Ala Val Leu Lys Lys Thr Thr Leu Ala Leu His 
145 150 155 160 



His Leu Ser Ser Gly His Leu Lys Trp Val Glu His Leu Pro Glu Ser 
165 170 175 



Asp Ser lie His Tyr Gin Met Val Tyr Ser Tyr Gly Ser Gly Val Val 
180 185 190 



Trp Ala Leu Gly Val Val Pro Phe Ser His Val Asn lie Val Lys Phe 
195 200 205 



Asn Val Glu Asp Gly Glu lie Val Gin Gin Val Arg Val Ser Thr Pro 
210 215 220 



Trp Leu Gin His Leu Ser Gly Ala Cys Gly Val Val Asp Glu Ala Val 
225 230 235 240 



Leu Val Cys Pro Asp Pro Ser Ser Arg Ser Leu Gin Thr Leu Ala Leu 
245 250 255 



Glu Thr Glu Trp Glu Leu Arg Gin lie Pro Leu Gin Ser Leu Asp Leu 
260 265 270 



Glu Phe Gly Ser Gly Phe Gin Pro Arg Val Leu Pro Thr Gin Pro Asn 
275 280 285 



Pro Val Asp Ala Ser Arg Ala Gin Phe Phe Leu His Leu Ser Pro Ser 
290 295 300 



His Tyr Ala Leu Leu Gin Tyr His Tyr Gly Thr Leu Ser Leu Leu Lys 
305 310 315 320 
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Asn Phe Pro Gin Thr Ala Leu Val Ser Phe Ala Thr Thr Gly Glu Lys 
325 330 335 



Thr Val Ala Ala Val Met Ala Cys Arg Asn Glu Val Gin Lys Ser Ser 
340 345 350 



Ser Ser Glu Asp Gly Ser Met Gly Ser Phe Ser Glu Lys Ser Ser Ser 
355 360 365 



Lys Asp Ser Leu Ala Cys Phe Asn Gin Thr Tyr Thr lie Asn Leu Tyr 
370 375 380 



Leu Val Glu Thr Gly Arg Arg Leu Leu Asp Thr Thr lie Thr Phe Ser 
385 390 395 400 



Leu Glu Gin Ser Gly Thr Arg Pro Glu Arg Leu Tyr lie Gin Val Phe 
405 410 415 



Leu Lys Lys Asp Asp Ser Val Gly Tyr Arg Ala Leu Val Gin Thr Glu 
420 425 430 



Asp His Leu Leu Leu Phe Leu Gin Gin Leu Ala Gly Lys Val Val Leu 
435 440 445 



Trp Ser Arg Glu Glu Ser Leu Ala Glu Val Val Cys Leu Glu Met Val 
450 455 460 



Asp Leu Pro Leu Thr Gly Ala Gin Ala Glu Leu Glu Gly Glu Phe Gly 
465 470 475 480 



Lys Lys Ala Asp Gly Leu Leu Gly Met Phe Leu Lys Arg Leu Ser Ser 
485 490 495 



Gin Leu lie Leu Leu Gin Ala Trp Thr Ser His Leu Trp Lys Met Phe 
500 505 510 



Tyr Asp Ala Arg Lys Pro Arg Ser Gin lie Lys Asn Glu lie Asn lie 
515 520 525 



Asp Thr Leu Ala Arg Asp Glu Phe Asn Leu Gin Lys Met Met Val Met 
530 535 540 



Val Thr Ala Ser Gly Lys Leu Phe Gly lie Glu Ser Ser Ser Gly Thr 
545 550 555 560 
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He Leu Trp Lys Gin Tyr Leu Pro Asn Val Lys Pro Asp Ser Ser Phe 
565 570 575 



Lys Leu Met Val Gin Arg Thr Thr Ala His Phe Pro His Pro Pro Gin 
580 585 590 



Cys Thr Leu Leu Val Lys Asp Lys Glu Ser Gly Met Ser Ser Leu Tyr 
595 600 605 



Val Phe Asn Pro He Phe Gly Lys Trp Ser Gin Val Ala Pro Pro Val 
610 615 620 



Leu Lys Arg Pro He Leu Gin Ser Leu Leu Leu Pro Val Met Asp Gin 
625 630 635 640 



Asp Tyr Ala Lys Val Leu Leu Leu He Asp Asp Glu Tyr Lys Val Thr 
645 650 655 



Ala Phe Pro Ala Thr Arg Asn Val Leu Arg Gin Leu His Glu Leu Ala 
660 665 670 



Pro Ser He Phe Phe Tyr Leu Val Asp Ala Glu Gin Gly Arg Leu Cys 
675 680 685 



Gly Tyr Arg Leu Arg Lys Asp Leu Thr Thr Glu Leu Ser Trp Glu Leu 
690 695 700 



Thr He Pro Pro Glu Val Gin Arg He Val Lys Val Lys Gly Lys Arg 
705 710 715 720 



Ser Ser Glu His Val His Ser Gin Gly Arg Val Met Gly Asp Arg Ser 
725 730 735 



Val Leu Tyr Lys Ser Leu Asn Pro Asn Leu Leu Ala Val Val Thr Glu 
740 745 750 



Ser Thr Asp Ala His His Glu Arg Thr Phe He Gly He Phe Leu He 
755 760 765 



Asp Gly Val Thr Gly Arg He He His Ser Ser Val Gin Lys Lys Ala 
770 775 780 



Lys Gly Pro Val His He Val His Ser Glu Asn Trp Val Val Tyr Gin 
785 790 795 800 
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^ Trp « « jj. - « « « s - Tht Vil " u ss - 
^ 01 » 01y « «. «- ~ » £ - phe s " S5 w 

Kg „ «. ^ « - ~ ~ - - ~ ^ XX. ~ « Ser 
835 

« xx. « « «- - ~ ~ SI " e ^ ~ 

850 

• t Le u He Gly Leu Pro Ser Oly Ala He I- ^ LeU f 8 ° 
Arg His Leu Leu lie ^xy 875 

~ ^ r- 87 0 

865 

oi« tip Pro Thr Glu Gin Ser 
Lys Ala Leu Leu Asp Pro Arg Arg Pro Glu He 
8 85 

Mg 01u «. - - « - - "° - S 

900 

m B =n Gin Thr Val Ser Arg Met Arg Gly He 
Glu Ar g Phe He Asn Tyr Asn Gin Thr ^ 

915 

Tyt « ». « Mr Oly - «» - - "° £ ~ *" ^ 
93 0 

, , Asp u . Tyr Gin Thr «g «! Tyr Pro s.r ,ys 01» — » 
Gly Leu Asp ne iyj- « 955 

« * r- 950 

945 

«x « «. « - - - ~ £ "* S " S " 

965 

Qly Leu v,, - - - « - - - « - "* s v>1 Ly * 

980 



L eu Leu Asn Arg Ala Trp Arg 
995 



<210> 41 

<211> 2079 

<212> DNA 

<213> Homo sapiens 
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<400> 41 ttottc. gcggacaagg atgctgggcg tgagggacca aggcctgccc 

z::z rr, — ~ — — 120 
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gacctgtgtg 


gggaggccct 


cctgctgcct 


tggggtgaca 


atctcagctc 


caggctacag 


180 


ggagaccggg 


aggatcacag 


agccagcatg 


gtacaggatc 


ctgacagtga 


tcaacctctg 


240 


aacagcctcg 


atgtcaaacc 


cctgcgcaaa 


ccccgtatcc 


ccatggagac 


cttcagaaag 


3 00 


tgtggggatc 


cccatcatca 


tagcactact 


gagcctggcg 


agtatcatca 


ttgtggttgt 


360 


cctcatcaag 


gtgattctgg 


ataaatacta 


cttcctctgc 


gggcagcctc 


tccacttcat 


420 


cccgaggaag 


cagctgtgtg 


acggagagct 


ggactgtccc 


ttgggggagg 


acgaggagca 


480 


ctgtgtcaag 


agcttccccg 


aagggcctgc 


agtggcagtc 


cgcctctcca 


aggaccgatc 


540 


cacactgcag 


gtgctggact 


cggccacagg 


gaactggttc 


tctgcctgtt 


tcgacaactt 


600 


cacagaagct 


ctcgctgaga 


cagcctgtag 


gcagatgggc 


tacagcagca 


aacccacttt 


660 


cagagctgtg 


gagattggcc 


cagaccagga 


tctggatgtt 


gttgaaatca 


cagaaaacag 


72 0 


ccaggagc tt 


cgcatgcgga 


actcaagtgg 


gccctgtctc 


tcaggctccc 


tggtctccct 


780 


gcactgtctt 


gcctgtggga 


agagcctgaa 


gaccccccgt 


gtggtgggtg 


gggaggaggc 


840 


ctctgtggat 


tcttggcctt 


ggcaggtcag 


catccagtac 


gacaaacagc 


acgtctgtgg 


900 


agggagcatc 


ctggaccccc 


actgggtcct 


cacggcagcc 


cactgcttca 


ggaaacatac 


960 


cgatgtgttc 


aactggaagg 


tgcgggcagg 


ctcagacaaa 


ctgggcagct 


tcccatccct 


1020 


ggctgtggcc 


aagatcatca 


tcattgaatt 


caaccccatg 


taccccaaag 


acaatgacat 


1080 


cgccctcatg 


aagctgcagt 


tcccactcac 


tttctcaggc 


acagtcaggc 


ccatctgtct 


1140 


gccct tcttt 


gatgaggagc 


tcactccagc 


caccccactc 


tggatcattg 


gatggggctt 


1200 


tacgaagcag 


aatggaggga 


agatgtctga 


catactgctg 


caggcgtcag 


tccaggtcat 


1260 


tgacagcaca 


cggtgcaatg 


cagacgatgc 


gtaccagggg 


gaagtcaccg 


agaagatgat 


1320 


gtgtgcaggc 


atcccggaag 


ggggtgtgga 


cacctgccag 


ggtgacagtg 


gtgggcccct 


1380 


gatgtaccaa 


tctgaccagt 


ggcatgtggt 


gggcatcgtt 


agctggggct 


atggctgcgg 


1440 


gggcccgagc 


accccaggag 


tatacaccaa 


ggtctcagcc 


tatctcaact 


ggatctacaa 


1500 


tgtctggaag 


gctgagctgt 


aatgctgctg 


cccctttgca 


gtgctgggag 


ccgcttcctt 


1560 


cctgccctgc 


ccacctgggg 


atcccccaaa 


gtcagacaca 


gagcaagagt 


ccccttgggt 


1620 


acacccctct 


gcccacagcc 


tcagcatttc 


ttggagcagc 


aaagggcctc 


aattcctgta 


1680 


agagaccctc 


gcagcccaga 


ggcgcccaga 


ggaagtcagc 


agccctagct 


cggccacact 


1740 


tggtgctccc 


agcatcccag 


ggagagacac 


agcccactga 


acaaggtctc 


aggggtattg 


1800 


ctaagccaag 


aaggaacttt 


cccacactac 


tgaatggaag 


caggctgtct 


tgtaaaagcc 


1860 


cagatcactg 


tgggctggag 


aggagaagga 


aagggtctgc 


gccagccctg 


tccgtcttca 


1920 
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cccatcccca agcctactag agcaagaaac cagttgtaat ataaaatgca ctgccctact 
gttggtatga ctaccgttac ctactgttgt cattgttatt acagctatgg ccactattat 
taaagagctg tgtaacatca aaaaaaaaaa aaaaaaaaa 



<210> 42 

<211> 423 

<212> PRT 

<213> Homo sapiens 

<400> 42 

Met Ser Asn Pro Cys Ala Asn Pro Val Ser Pro Trp Arg Pro Ser Glu 
1 5 10 15 



Ser Val Gly lie Pro lie lie lie Ala Leu Leu Ser Leu Ala Ser lie 
20 25 30 



lie lie Val Val Val Leu lie Lys Val lie Leu Asp Lys Tyr Tyr Phe 
35 40 45 



Leu Cys Gly Gin Pro Leu His Phe lie Pro Arg Lys Gin Leu Cys Asp 
50 55 60 



Gly Glu Leu Asp Cys Pro Leu Gly Glu Asp Glu Glu His Cys Val Lys 
65 70 75 80 



Ser Phe Pro Glu Gly Pro Ala Val Ala Val Arg Leu Ser Lys Asp Arg 
85 90 95 



Ser Thr Leu Gin Val Leu Asp Ser Ala Thr Gly Asn Trp Phe Ser Ala 
100 105 110 



Cys Phe Asp Asn Phe Thr Glu Ala Leu Ala Glu Thr Ala Cys Arg Gin 
115 120 125 



Met Gly Tyr Ser Ser Lys Pro Thr Phe Arg Ala Val Glu lie Gly Pro 
130 135 140 



Asp Gin Asp Leu Asp Val Val Glu lie Thr Glu Asn Ser Gin Glu Leu 
145 150 155 160 



Arg Met Arg Asn Ser Ser Gly Pro Cys Leu Ser Gly Ser Leu Val Ser 
165 170 175 



Leu His Cys Leu Ala Cys Gly Lys Ser Leu Lys Thr Pro Arg Val Val 
180 185 190 



54 



Gly Gly Glu Glu Ala Ser Val Asp Ser Trp Pro Trp Gin Val Ser lie 
195 200 205 



Gin Tyr Asp Lys Gin His Val Cys Gly Gly Ser lie Leu Asp Pro His 
210 215 220 



Trp Val Leu Thr Ala Ala His Cys Phe Arg Lys His Thr Asp Val Phe 
225 230 235 240 



Asn Trp Lys Val Arg Ala Gly Ser Asp Lys Leu Gly Ser Phe Pro Ser 
245 250 255 



Leu Ala Val Ala Lys lie lie lie lie Glu Phe Asn Pro Met Tyr Pro 
260 265 270 



Lys Asp Asn Asp lie Ala Leu Met Lys Leu Gin Phe Pro Leu Thr Phe 
275 280 285 



Ser Gly Thr Val Arg Pro lie Cys Leu Pro Phe Phe Asp Glu Glu Leu 
290 295 300 



Thr Pro Ala Thr Pro Leu Trp lie lie Gly Trp Gly Phe Thr Lys Gin 
305 310 315 320 



Asn Gly Gly Lys Met Ser Asp lie Leu Leu Gin Ala Ser Val Gin Val 
325 330 335 



lie Asp Ser Thr Arg Cys Asn Ala Asp Asp Ala Tyr Gin Gly Glu Val 
340 345 350 



Thr Glu Lys Met Met Cys Ala Gly lie Pro Glu Gly Gly Val Asp Thr 
355 360 365 



Cys Gin Gly Asp Ser Gly Gly Pro Leu Met Tyr Gin Ser Asp Gin Trp 
370 375 380 



His Val Val Gly lie Val Ser Trp Gly Tyr Gly Cys Gly Gly Pro Ser 
385 390 395 400 



Thr Pro Gly Val Tyr Thr Lys Val Ser Ala Tyr Leu Asn Trp lie Tyr 
405 410 415 



Asn Val Trp Lys Ala Glu Leu 
420 









55 








<210> 43 

<211> 552 

<212> DNA 

<213> Homo sapiens 












<400> 43 
gctttttaga 


aatttatttt 


ggatcaactt 


gcaagtttct 


tatcctttct 


gagctgcaag 


60 


tttctataaa 


atagagtaat 


attctttact 


ttattgcatt 


gtttggggga 


aaatgagcta 


120 


atgtataaaa 


agtaaggaat 


acgaaaaagg 


tacactttgt 


gggtagtggg 


aatagctgag 


180 


caggatttga 


cgaataagtg 


tgagtgaatt 


caagatggtt 


gaaagagtag 


taccattaca 


24 0 


ctgggtagat 


aaggaaagaa 


aagcacattt 


taggtcaaag 


gaacaagtca 


tgtcctatga 


3 00 


ctgttcagcc 


cagttttcat 


ccataatcaa 


A 4— 4- 4— — » 4— +- — » *- 

ctttattgct 


4— j— — » .— 1 -% 4— 4— — 4_ 

tcacaattct 


gttggttatg 


3 60 


cttattttgt 


cttttgagga 


tataactgca 


agaattccca 


gcagttccta 


tcaaatatga 


420 


atcttaaccc 


acatacacaa 


atttgtgtta 


taatatgaaa 


atgagaccca 


aaccaaagtg 


4 80 


attctatttg 


aagatctcca 


tggtaagtca 


tacactggga 


tagctgtcag 


atttctcttc 


540 


ttggttttct 


gt 










552 


<210> 44 

<211> 2707 

<212> DNA 

<213> Homo sapiens 












<400> 44 
ggcaggccga 


gccagccgtg 


cgccgcgc t c 


cagggcccag 


ggcgccgcac 


acgcacccac 


D U 


ccacccaccc 


agcctcgcag 


cgccatgggc 


aagaacaagc 


agccacgcgg 


ccagcagagg 


12 0 


caggggggcc 


cgccggccgc 


ggacgccgc t 


gggcccgacg 


acatggagcc 


gaagaagggc 


180 


acgggggccc 


ccaaggagtg 


cggggaggag 


gagccccgga 


cctgctgcgg 


ctgccggttc 


24 0 


ccgctgctgc 


tcgccctgct 


gcagctggcc 


ctgggcatcg 


ccgtgaccgt 


ggtgggcttc 


3 00 


ctcatggcga 


gcatcagctc 


ctccctgcta 


gtcagggaca 


ctccattttg 


ggctgggatc 


3 60 


attgtctgct 


tagtggccta 


i__.J_.l_ _, 

tcctggctug 


4— 4— 4- . 4— m 4— 4— 4- 

tttatgcttt 


gtgtctcata 


tcaggttgac 


420 


gaacggacat 


gtattcaatt 


ttctatgaaa 


__ 4- 4- 4— — 4- p. _ A- 

ctgttatact 


ttctgctgag 


tgccctgggc 


4 80 


ctgacggtct 


gtgtgctggc 


cgtggccttt 


gccgcccacc 


actattcgca 


gctcacacag 


540 


tttacctgtg 


agaccacact 


cgactcttgc 


cagtgcaaac 


tgccctcctc 


ggagccgctc 


600 


agcaggacct 


ttgtttaccg 


ggatgtgacg 


gactgtacca 


gcgtcactgg 


cactttcaaa 


660 


ctgttcttac 


tcatccagat 


gattcttaat 


t tggtctgcg 


gccttgtgtg 


cttgttggcc 


7 2 0 


tgctttgtga 


tgtggaaaca 


taggtaccag 


gtcttctatg 


tgggtgtcag 


gatatgctcc 


780 


ctcacggctt 


ccgaaggccc 


ccagcaaaag 


atctaacatt 


cttgctcaaa 


gttgcgagag 


840 
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aaagtagcac 


atggagtagc 


tgaggttaaa 


caaacaaaaa 


aaaattttaa 


acaaagaaag 


900 


gaaaaaaatt 


gacaataaaa 


gtcactcttc 


taattgaata 


tttttatatt 


tttatgaaac 


960 


aaaagagcat 


ttcttcaggt 


ttctattgta 


ttttttttaa 


cattcttgca 


gagaaagcaa 


1020 


gatccaaatt 


gattttggga 


tattaaaagt 


taacagaaca 


ctgaacaagg 


aaagaatggc 


1080 


atagatctat 


ctttacagtc 


tggagttaat 


tcctgttaac 


tcattttatc 


cattccttac 


1140 


ataatcttct 


ttcctgttag 


tccagtttga 


tggtgtgaat 


ggtgaatttc 


aggcccagtt 


1200 


gctaaatttt 


gtggcatctt 


cctctagtcc 


ttcccacctc 


cagtcatcag 


ccccactctg 


1260 


tcttggagac 


aggcaggagg 


tgggggaaga 


gctgaatctc 


tttattttcc 


ctggtagaga 


1320 


catcttcaag 


gcatgaaata 


gcttaaagag 


cagagtagaa 


atggaagagg 


ctttgcaaaa 


1380 


ggctagataa 


ctaacaacac 


ctgggttggg 


gcggcggcct 


cttctcttca 


gctcccttag 


1440 


cttggctccg 


taagtggatc 


acttgccaaa 


tgctttagat 


gattgcctct 


caataattga 


1500 


aaggtggtgg 


tagttgtatt 


ctaaatgatg 


tagaaggttt 


aaaaataatt 


acattatgct 


1560 


tctattctat 


catctaaaac 


aaatcattaa 


aactaatttc 


tagctaattg 


ttaattataa 


1620 


ttatgctcag 


aagtctattt 


aatgagctct 


gactgtactt 


acgctgcact 


gtcggtgtta 


1680 


agagaaatta 


ctctcacaag 


agcagaggcc 


tgaagattct 


ttcttctgaa 


agccaagcac 


1740 


cacaaggaaa 


aaaaaattat 


taatagctca 


ggttaaaaac 


acccatttaa 


acaaaaacaa 


1800 


gagcatttgt 


aataggaagt 


gtttatacaa 


acagcacatt 


tgtgatatgt 


tgaaaagcat 


1860 


ctctcttggc 


aaccaatcta 


tgtttgagga 


agattgggta 


atgctgatgt 


gttccattca 


1920 


tgaaactgta 


tttgatacat 


aatcctatta 


ttaattcgta 


tgcttagtca 


acctaggaaa 


1980 


tcaaaataat 


gttttgaagt 


tcttatttga 


gcaatatggc 


cttgacttgg 


a gggtagttt 


2040 


tagttgtttt 


gtttttaagt 


gactgtggtt 


taaagcacaa 


atgccccaag 


gtggggagac 


2100 


ttctctctgt 


gattattgtt 


gctattaaat 


tctgaactgt 


atccatattt 


taaggaagga 


2160 


gctaaaaatg 


gaaattcatg 


aaacataaat 


ggtatcaaga 


actttatcag 


tatgctttgt 


2220 


tgaaagcaga 


aattaagata 


ataattgagt 


tcaattcgcc 


tctccgcatt 


gcctattgat 


2280 


acactttact 


aatcatgaaa 


ttctaaccta 


aaaggaaaac 


attttcctgc 


ttgtcttaga 


2340 


agaaagtgga 


ataattccac 


tgattgtgat 


aatggtttca 


atttctacac 


aatataaata 


2400 


tccagtataa 


aggaaagcgt 


taagtcggta 


agctagagga 


ttgtaaatat 


cttttatgtc 


2460 


ctctagataa 


aacacccgat 


taacagatgt 


taaacctttt 


aatgttttga 


tttgctttaa 


2520 


aaatggcctt 


cctacacatt 


agctccagct 


aaaaagacac 


attggagagc 


ttagaggata 


2580 


agtctctgga 


gcagaattta 


tcacacacaa 


aagttacacc 


aacagaatac 


caagcagaat 


2640 


gatgaggacc 


tgtaaaatac 


cttgtgccct 


attaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


2700 
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aaaaaaa 2707 

<210> 45 

<211> 1062 

<212> DNA 

<213> Homo sapiens 

<400> 45 

atgaatgagt gtcactatga caagcacatg gacttttttt ataataggag caacactgat 60 

actgtcgatg actggacagg aacaaagctt gtgattgttt tgtgtgttgg gacgtttttc 120 

tgcctgttta tttttttttc taattctctg gtcatcgcgg cagtgatcaa aaacagaaaa 180 

tttcatttcc ccttctacta cctgttggct aatttagctg ctgccgattt cttcgctgga 240 

attgcctatg tattcctgat gtttaacaca ggcccagttt caaaaacttt gactgtcaac 300 

cgctggtttc tccgtcaggg gcttctggac agtagcttga ctgcttccct caccaacttg 360 

ctggttatcg ccgtggagag gcacatgtca atcatgagga tgcgggtcca tagcaacctg 420 

accaaaaaga gggtgacact gctcattttg cttgtctggg ccatcgccat ttttatgggg 480 

gcggtcccca cactgggctg gaattgcctc tgcaacatct ctgcctgctc ttccctggcc 540 

cccatttaca gcaggagtta ccttgttttc tggacagtgt ccaacctcat ggccttcctc 600 

atcatggttg tggtgtacct gcggatctac gtgtacgtca agaggaaaac caacgtcttg 660 

tctccgcata caagtgggtc catcagccgc cggaggacac ccatgaagct aatgaagacg 72 0 

gtgatgactg tcttaggggc gtttgtggta tgctggaccc cgggcctggt ggttctgctc 780 

ctcgacggcc tgaactgcag gcagtgtggc gtgcagcatg tgaaaaggtg gttcctgctg 84 0 

ctggcgctgc tcaactccgt cgtgaacccc atcatctact cctacaagga cgaggacatg 900 

tatggcacca tgaagaagat gatctgctgc ttctctcagg agaacccaga gaggcgtccc 960 

tctcgcatcc cctccacagt cctcagcagg agtgacacag gcagccagta catagaggat 1020 

agtattagcc aaggtgcagt ctgcaataaa agcacttcct aa 1062 

<210> 46 

<211> 353 

<212> PRT 

<213> Homo sapiens 

<400> 46 

Met Asn Glu Cys His Tyr Asp Lys His Met Asp Phe Phe Tyr Asn Arg 
1 5 10 15 



Ser Asn Thr Asp Thr Val Asp Asp Trp Thr Gly Thr Lys Leu Val lie 
20 25 30 
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Val Leu Cys Val Gly Thr Phe Phe Cys Leu Phe lie Phe Phe Ser Asn 
35 40 45 



Ser Leu Val lie Ala Ala Val lie Lys Asn Arg Lys Phe His Phe Pro 
50 . 55 60 



Phe Tyr Tyr Leu Leu Ala Asn Leu Ala Ala Ala Asp Phe Phe Ala Gly 
65 70 75 80 



lie Ala Tyr Val Phe Leu Met Phe Asn Thr Gly Pro Val Ser Lys Thr 
85 90 95 



Leu Thr Val Asn Arg Trp Phe Leu Arg Gin Gly Leu Leu Asp Ser Ser 
100 105 110 



Leu Thr Ala Ser Leu Thr Asn Leu Leu Val lie Ala Val Glu Arg His 
115 120 125 



Met Ser lie Met Arg Met Arg Val His Ser Asn Leu Thr Lys Lys Arg 
130 > 135 140 



Val Thr Leu Leu lie Leu Leu Val Trp Ala He Ala He Phe Met Gly 
145 150 155 160 



Ala Val Pro Thr Leu Gly Trp Asn Cys Leu Cys Asn He Ser Ala Cys 
165 170 175 



Ser Ser Leu Ala Pro He Tyr Ser Arg Ser Tyr Leu Val Phe Trp Thr 
180 185 190 



Val Ser Asn Leu Met Ala Phe Leu He Met Val Val Val Tyr Leu Arg 
195 200 205 



He Tyr Val Tyr Val Lys Arg Lys Thr Asn Val Leu Ser Pro His Thr 
210 215 220 



Ser Gly Ser He Ser Arg Arg Arg Thr Pro Met Lys Leu Met Lys Thr 
225 230 235 240 



Val Met Thr Val Leu Gly Ala Phe Val Val Cys Trp Thr Pro Gly Leu 
245 250 255 



Val Val Leu Leu Leu Asp Gly Leu Asn Cys Arg Gin Cys Gly Val Gin 
260 265 270 



59 



His Val 



Lys Arg Trp Phe Leu Leu Leu 
275 280 



Ala Leu Leu Asn Ser Val Val 
285 



Asn Pro 
290 



lie lie Tyr Ser Tyr Lys Asp 
295 



Glu Asp Met Tyr Gly Thr Met 
300 



Lys Lys 
305 



Met lie Cys Cys Phe Ser Gin 
310 



Glu Asn Pro Glu Arg Arg Pro 
315 320 



Ser Arg 



lie Pro Ser Thr Val Leu Ser 
325 



Arg Ser Asp Thr Gly Ser Gin 
330 335 



Tyr lie 



Glu Asp Ser lie Ser Gin Gly 
340 345 



Ala Val Cys Asn Lys Ser Thr 
350 



Ser 



<210> 47 

<211> 27 

<212> DNA 

<213> Artificial 

<220> 

<223> PCR primer for amplifying EDG7 . 

<400> 47 

gctggaattg cctatgtatt cctgatg 27 



<210> 48 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> PCR primer for amplifying EDG7 . 



<210> 49 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> PCR primer for amplifying GAPDH. 

<400> 49 

accacagtcc atgccatcac 2 0 



<400> 48 

gcagcaggaa ccaccttttc acat 



24 



<210> 50 



60 



<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> PCR primer for amplifying GAPDH. 

<400> 50 

tccaccaccc tgttgctgta 



<210> 51 

<211> 47 

<212> DNA 

<213> Artificial 



<220> 

<223> PCR primer comprising GAPDH sequence for amplifying EDG7 
<400> 51 

gctggaattg cctatgtatt cctgatgacc acagtccatg ccatcac 



<210> 52 

<211> 43 

<212> DNA 

<213> Artificial 



<220> 

<2 23> PCR primer comprising GAPDH sequence for amplifying EDG7 
<400> 52 

gcagcaggaa ccaccttttc acattccacc accctgttgc tta 



<210> 


53 


<211> 


9 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


HLA-A02 01 Binding MERET 


<400> 


53 



Tyr Leu Val Glu Asp Val Leu Leu Leu 



<210> 54 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HLA-A0201 Binding MERET Peptides 

<400> 54 



Val Leu Asp Asp Ser lie Tyr Leu Val 
1 5 



61 



<210> 


55 


<211> 


9 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


HLA-A02 01 Binding MERET 


<400> 


55 



Leu Leu Trp Arg Lys Gin Leu Phe Cys 



<210> 


56 


<211> 


9 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


HLA-A02 01 Binding MERET 


<400> 


56 



Tyr Leu Tyr Thr Ala Asn Val Thr Leu 



<210> 


57 


<211> 


9 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


HLA-A02 01 Binding MERET 


<400> 


57 



Asn Leu Leu His Gly Leu Asn Leu Leu 



<210> 


58 


<211> 


9 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


HLA-A0201 Binding MERET 


<400> 


58 



Ala Val Leu Asp Asp Ser lie Tyr Leu 
1 5 



<210> 
<211> 
<212> 



59 
9 

PRT 



62 



<213> Artificial Sequence 
<220> 

<223> HLA-A0201 Binding MERET Peptides 
<400> 59 

Val Met Asn Asp Arg Leu Tyr Ala lie 



<210> 


60 


<211> 


9 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


HLA-A02 01 Binding MERET 


<400> 


60 



Val Glu Val Glu Asn Phe Leu Phe Val 



<210> 61 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HLA-A0201 Binding MERET Peptides 

<400> 61 

Ser Leu Phe Ser Ser His Pro Pro Leu 
1 5 



<210> 


62 


<211> 


9 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


HLA-A02 01 Binding MERET 


<400> 


62 



Gin Leu Phe Cys Asp Val Thr Leu Thr 
1 5 



<210> 63 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HLA-24 Binding MERET Peptides 



63 



<400> 63 

Lys Tyr Leu Val Olu Asp Val Leu Leu 



1 5 



<2X0> 64 

<211> 9 

<212> PRT 

<213> Artificial Sequence 



: 2 22°3> HLA-24 Binding MERET Peptides 
<400> 64 

Leu Tyr Ala He Gly Gly Asn His Leu 
1 5 

<210> 65 

<211> 9 

<212> PRT 

<213> Artificial Sequence 

lilt HLA-24 Binding MERET Peptides 

<400> 65 

Asn Phe Glu Glu Met Arg Ala Leu Leu 



1 5 



<210> 66 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 



<SS> HLA-24 Binding MERET Peptides 
<400> 66 

L eu Phe Gin Met Ser Val Leu Trp Leu 



1 5 



<210> 67 

<211> 9 

<212> PRT 

<213> Artificial Sequence 



<223> HLA-24 Binding MERET Peptides 
<400> 67 

G ly Phe Ser His Leu Asp Val Met Leu 
1 5 



64 



<210> 
<211> 
<212> 
<213> 


68 
9 

PRT 

Artificial Sequence 




<220> 
<223> 


HLA-24 Binding MERET 


Peptides 


<400> 


68 




Gin Phe His Cys His Lys Ala 
1 5 


Val Leu 


<210> 
<211> 
<212> 
<213> 


69 
9 

PRT 

Artificial Sequence 




<220> 
<223> 


HLA-2 4 Binding MERET 


Peptides 


<400> 


69 




Arg Thr Asp Pro Val Cys Gin 
1 5 


Lys Leu 


<210> 
<211> 
<212> 
<213> 


70 
9 

PRT 

Artificial Sequence 




<220> 
<223> 


HLA-2 4 Binding MERET 


Peptides 


<400> 


70 




Arg Tyr Asp Pro Arg Phe Asn 
1 5 


Ser Trp 


<210> 
<211> 
<212> 
<213> 


71 
9 

PRT 

Artificial Sequence 




<220> 
<223> 


HLA-2 4 Binding MERET 


Peptides 


<400> 


71 




Lys Met Leu Leu Leu Val Gly Gly Leu 
1 5 


<210> 
<211> 
<212> 
<213> 


72 
9 

PRT 

Artificial Sequence 





65 



<220> 

<223> HLA-24 Binding MERET Peptides 
<400> 72 

Cys Val Val Glu Val Glu Asn Phe Leu 
1 5 



<210> 73 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HLA-A3 Binding MERET Peptides 

<400> 73 

Met Leu Val Glu Cys Tyr Asp Pro Lys 
1 5 



<210> 74 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HLA-A3 Binding MERET Peptides 

<400> 74 

Lys Leu Leu Leu Asp Ala Met Asn Tyr 
1 5 



<210> 


75 


<211> 


9 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


HLA-A3 Binding MERET 


<400> 


75 


Ala Leu His Gly Leu Glu Glu 


1 


5 



<210> 76 

<211> 33 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> HLA-A3 Binding MERET Peptides 



<400> 



76 



66 



His L eu A la Ala Asx He Asn Asp He Asn Oly Met Glu Ar 9 Olu Tnr 
1 5 1 

Pro Olu Pro Thr Xle Asp Olu Ser lie Leu His He Pro Gin Val Thr 
20 25 



Lys 



<210> 77 

<211> 9 

<212> PRT 

<213> Artificial Sequence 

<223> HLA-A3 Binding MERET Peptides 

<400> 77 

Leu Leu Leu Asn Phe Glu Glu Met Arg 



<210> 78 

<211> 9 

<212> PRT 

<213> Artificial Sequence 

<223> HLA-A3 Binding MERET Peptides 

<400> 78 

Asn Leu Glu Thr Asn Glu Trp Arg Tyr 



<210> 79 

<211> 9 

<212> PRT 

<213> Artificial Sequence 



<223> HLA-A3 Binding MERET Peptides 



<400> 79 



Met Gin Tyr Ala Pro Asp Leu Met Lys 



1 5 



<210> 80 

<211> 9 

<212> PRT 

<213> Artificial Sequence 



<220> 



67 



<223> HLA-A3 Binding MERET Peptides 



<400> 


80 


Tyr Leu Val Glu Asp Val Leu 
1 5 


<210> 
<211> 
<212> 
<213> 


81 
9 

PRT 

Artificial Sequence 


<220> 
<223> 


HLA-A3 Binding MERET 


<400> 


81 


Leu Val Gin Tyr Tyr Asp Asp 
1 5 


<210> 
<211> 
<212> 
<213> 


82 
9 

PRT 

Artificial Sequence 


<220> 
<223> 


HLA-A3 Binding MERET 


<400> 


82 


Ala Met Asn Tyr His Leu Met 
1 5 


<210> 
<211> 
<212> 
<213> 


83 
9 

PRT 

Artificial Sequence 



<220> 

<223> HLA-A1 Binding MERET Peptides 
<400> 83 

Val Val Glu Val Glu Asn Phe Leu Phe 



<210> 


84 


<211> 


9 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


HLA-A1 Binding MERET 


<400> 


84 



Asn Leu Glu Thr Asn Glu Trp Arg Tyr 



68 



1 


5 




<210> 
<211> 
<212> 
<213> 


85 
9 

PRT 

Artificial Sequence 




<220> 
<223> 


HLA-A1 Binding MERET 


Peptides 


<400> 


85 




Arg Thr Asp Pro Val Cys Gin 
1 5 


Lys Leu 


<210> 
<211> 
<212> 
<213> 


86 
9 

PRT 

Artificial Sequence 




<220> 
<223> 


HLA-A1 Binding MERET 


Peptides 


<400> 


86 




Asn Gly Glu Tyr Val Pro Trp 
1 5 


Leu Tyr 


<210> 
<211> 
<212> 
<213> 


87 
9 

PRT 

Artificial Sequence 




<220> 
<223> 


HLA-A1 Binding MERET 


Peptides 


<400> 


87 




Val lie Leu Pro Ser Cys Val 
1 5 


Pro Tyr 


<210> 
<211> 
<212> 
<213> 


88 
9 

PRT 

Artificial Sequence 




<220> 
<223> 


HLA-A1 Binding MERET 


Peptides 


<400> 


88 





Trp Leu Glu His Asp Arg Glu Thr Arg 
1 5 



<210> 89 
<211> 9 



69 



<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HLA-A1 Binding MERET Peptides 

<400> 89 

Val Ala Glu Pro Leu Ala Gly Pro Ala 
1 5 



<210> 90 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HLA-A1 Binding MERET Peptides 

<400> 90 

Glu Ser Glu Leu Ala Leu Phe Gin Met 
1 5 



<210> 91 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HLA-A1 Binding MERET Peptides 

<400> 91 

Glu Val Glu Asn Phe Leu Phe Val Leu 
1 5 



<210> 


92 


<211> 


9 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


HLA-A1 Binding MERET 


<400> 


92 



Ser Val Glu Cys Tyr Asn Leu Glu Thr 



<210> 93 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HLA-B7 Binding MERET Peptides 



70 



<400> 93 

Leu Pro Pro Pro Val Glu Ser Glu Leu 
1 5 



<210> 94 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> HLA-B7 Binding MERET Peptides 

<400> 94 

Gly Pro Ala Cys Val Thr Val lie Leu 
1 5 



<210> 


95 


<211> 


9 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


HLA-B7 Binding MERET 


<400> 


95 



Asp Pro Ser His Ser Asp Asn Leu Leu 



<210> 


96 


<211> 


9 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


HLA-B7 Binding MERET 


<400> 


96 



Asp Pro Val Cys Gin Lys Leu Leu Leu 



<210> 97 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> HLA-B7 Binding MERET Peptides 

<400> 97 



Ala Val Leu Asp Asp Ser lie Tyr Leu 
1 5 



r 



1 



<210> 


98 


<211> 


9 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


HLA-B7 Binding MERET 


<400> 


98 


Ser Pro Arg Ala lie Asn Asn 


1 


5 



<210> 


99 


<211> 


9 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


HLA-B7 Binding MERET 


<400> 


99 


Glu Met Arg Ala Leu Leu Asp 


1 


5 


<210> 


100 


<211> 


9 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


HLA-B7 Binding MERET 


<400> 


100 



Gly Gly Arg Asn Glu Thr Gly Tyr Leu 



<210> 


101 


<211> 


9 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


HLA-B7 Binding MERET 


<400> 


101 


Gly Leu Arg Leu Val Leu Glu 


1 


5 


<210> 


102 


<211> 


9 


<212> 


PRT 



72 



<213> Artificial Sequence 
<220> 

<22 3> HLA-B7 Binding MERET Peptides 
<400> 102 

Arg lie Arg Ser Asn Lys Lys Met Leu 
1 ~ 5 



